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hromatin histone disulfide group cell cycle 


Chromatin nucleosome acetylation histone 
5962 


Chromatin nucleosome spacing heterogeneity 


8269 
Chromatin nucleosome structure processing 
4729 


Chromatin sepn gradient centrifugation 
2630 


Chromatin structure RNase H1 8934 
Chromatin transcription gene expression 
2396 


Chromatium high potential protein 7802 
Chromatog affinity globin messenger RNA 
7 


45 

Chromatog affinity isocitrate dehydrogenase 
3671 

Chromatog affinity lectin 57 

Chromatog affinity zinc chelate 5934 

Chromatog hydrophobic membrane protein 
sepn 8957 

Chromatog interferon 6585 

Chromatography 

See also Affinity chromatography 

Chromatog. affinity sialyltransferase 2356 

Chromatophore coupling factor ATPase 
Rhodospirillum 8747 

a peed ferredoxin Rhodospirillum 


Chromium ATP hexokinase inhibition 1844 

Chromium pyruvate kinase nucleotide com= 
plex 5967 

Chromium pyruvate kinase site 5183 

Chymotrypsin acylation phenyl ester 1633 

Chymotrypsin anhydro residual esterase 
activity 8423 

Chymotrypsin purulent sputum 1917 

Cibacron blue F3GA RNA polymerase 5724 

Circulating thymic factor blood 8040 

ss thymic factor peptide sequence 


Circulation cholesterol formation organ 
3646 

Circulation interferon carbohydrate survival 
8336 


Citrate lvase interaction hydroxycitrate 
isomer 7583 

Citrate lyase prosthetic group 606d 

Citrate transport regulation mitochondria 
bicarbonate 5661 

Citric acid cycle stomach mucosa 8572 

Cleavage protein tryptophan chlorosuccini= 
mide urea 4976 


Clostridium endoacetylglucosaminidase 
specificity 6687 

Clostridium ferredoxin NMR 2245 

Clostridium glycine reductase selenoprotein 
5337 

Clostridium lron protein nitrogenase 7081 

Clostridium iron protein nitrogenase 7089 
7093 

Clostridium ketoaminohexanoate cleavage 
enzyme 20 

Clostridium protease adenylate cyclase 
2039 

Clostridium pyruvate ferredoxin oxidoreduc 
tase 2657 

Clotting coagulogen Limulus 4773 

Clotting enzyme zymogen Limulus 2178 

Clotting factor X activation VII 8481 

Clotting factor XI activation 6432 

CMP polymer RNA termination 1381 

CoA acy] inhibition carboxylase 5483 

CoA binding isopropylmalate synthase 4085 

CoA ligase cholate fatty acid 1167 

Coagulation blood factor VIII sialate 5538 

Coagulation factor X reaction manganese 
4758 

Coagulation factor XIIla mechanism 3752 

Coagulogen purifn clotting Limulus 4773 

Cobalt concanavalin complex 3141 

Cobalt Hb myoglobin ESR 620 

Cobalt heme metab liver 219 

Cobalt iron Hb hybrid EPR 8639 

Cobalt peroxidase 6268 

Cobalt phosphate interaction alk phospha 
tase 7053 

Codon anticodon recognition valine 471 

Codon anticodon recognition valine codon 
correction of page 471 5175 

Codon termination recognition 443 

Coeff soly diffusion adenosine mono phosp 
hate correction of page 864 5175 

Coenzyme alc dehydrogenase kinetics 349 

Coenzyme dehydrogenase NAD analog 4125 

Coenzyme diol dehydratase analog 963 

Coenzyme reductase leukocyte cholesterole 
tia 644 

Colchicine en binding podophyllotoxin 
1134 

Colchicine tubulin dimer structure 700 

Cold adipose protein kinase 1064 

Colicin E1 Escherichia membrane depolari 
zation 5491 

Colipase lipase membrane model 4319 

Collagen aspartate aminotransferase immobi 
lization 7919 

Collagen bone fibroblast tunicamycin 955 

Collagen crosslinking penicillamine 254 

Collagen fibroblast sarcoma virus 8863 

Collagen formation 8023 

Collagen formation transfer RNA glycine 
2447 

Collagen Nereis cuticle fragment 8015 

Collagen sequence heterogeneity cartilage 
639 


Colony stimulating factor lung purifn 1995 

Colony stimulating factor purifn 4305 

Colostrum galactoside sialyltransferase 
2363 

Colostrum sialyltransferase 2356 

Complement C3a C5a amino acid sequence 
1826 


Complementarity Ig amino acid distribution 
6 

Complementary DNA prepn RNA globin 
2182 

Complementation RNase barnase peptide 
325 


Composition 
See also Amino acid composition and Car= 

bohydrate composition 

Computer application Ig amino acid 6609 

Conalbumin fractionation carbohydrate 
structure 5437 

Conalbumin messenger RNA oviduct estro= 
gen 2 

Concanavalin A binding egg 1286 

Concanavalin A chromatin binding 7062 

Concanavalin A tyrosine aminotransferase 
2717 

Concanavalin agarose peroxidase thyroid 


Concanavalin cation complex histidine 3141 

Concanavalin resistance membrane mannosy] 
lipid 3561 

Conformation alc dehydrogenase pH 433 

Conformation amino acid oxidase 8035 

Conformation aspartate transcarbamylase 


Conformation fibrinogen chain antigen 
8917 ; ; 
Conformation Ig amino acid position 6609 


Conformation phosphoglycerate dehydroge 
nase 1527 1539 





9098 


Conformation staphylococcal nuclease hybri= 
dization 125 j 
Conformation trypsin inhibitor denaturation 

5239 


Connective tissue aneurysm 939 

Copper glycyl alaninato mol structure 8840 

Copper transferrin anion ESR 6090 

Copper tyrosine complex microsome dealky= 
lation 5061 

Corn trypsin inhibitor 8105 

Cornea glycosaminoglycan 6861 

Coronary artery arachidonate metab 1123 

Corpus luteum gonadotropin receptor 8869 

Correndonuclease Micrococcus 6280 

Correndonuclease Micrococcus repair UV 
irradn 6294 

Corticosteroid binding globulin 1895 

Corticosteroid hepatoma aminotransferase 
cyclic AMP 3891 

Corticosteroid pituitary culture growth hor= 
mone 3870 

Corticosteroidogenesis ACTH lipoprotein 
receptor 4861 

Cortisol corticosteroid binding globulin 
1895 


Cortisol histidase liver 3234 

Cotton oligosaccharide formation lipid 2444 

Coupling factor mitochondria subunit 4743 

Coupling factor a chlo= 
roplast 1814 

Coupling factor photophosphorylation proton 
transport 8007 

Creatine kinase active site 1197 

Creatine kinase brain species specificity 


Creatine kinase isoenzyme brain 3105 
Creatine kinase methylmercapto deriv kinet= 
ics 1202 
Creatine kinase muscle brain vitamin E 
3117 
Creatine kinase photolabel reagent 4293 
Creatine phosphokinase muscular dystrophy 
8382 


Cro protein bacteriophage lambda 6177 
Cross linking reagent receptor 1566 
Crosslink DNA Escherichia ATP 7023 
Crosslinking collagen penicillamine 254 
Crosslinking erythrocyte membrane protein 


524 
Crosslinking protein nitroazidophenylcysta= 
mine dioxide 5514 
— phospholipase A2 peptide sequence 
4913 


Crotonase heart characterization 542 

Cryopptn Ig myeloma solute 8002 

Crystal structure arabinose binding protein 
5142 


Crystal structure cytochrome c 4619 
Crystal structure cytochrome c tuna 759 
776 


Crystal structure fructose diphosphatase 
5556 7031 

Crystal structure hexokinase 4494 

Crystal structure pepsinogen 8728 

Crystal structure phycobiliprotein 8258 

Crystal structure RNase S 5599 

ee structure trypsin inhibitor soybean 


Crystn pepsinogen 8728 
CTP binding aspartate transcarbamoylase 


8136 
Cuticle Nereis collagen fragment 8018 
ae bromide cytochrome b5 cleavage 


Cyclase adeny] liver glucagon 2790 

Cyclase adenylate activation cation 5957 

Cyclase adenylate activation guanine nucleo= 
tide 5180 

Cyclase a activation guanyl nucleo= 
tide 

Cyclase adenylate adrenergic receptor 799 

Cyclase adenylate adrenergic receptor lym= 

homa 5761 5776 
aa ase adenylate brain fluoride calcium 


oun adenylate cholera toxin 3766 

Cyclase adenylate component 6966 

Cyclase adenylate glucagon receptor liver 
47 


Cyclase adenylate glucagon receptor regula= 
tion 5942 

Cyclase adenylate heart unmasking 7905 

Cyclase adenylate ogg 4 8957 

Cyclase adenylate leukocyte 1 

Cyclase adenylate nucleotide i complex 


2784 
Cyclase adenylate protease Clostridium 
2039 


Cyclase adenylate regulation erythrocyte 
7224 


Cyclase adenylate regulation GTP adipocyte 
7964 
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Cyclase adenylate regulation liver 5951 

Cyclase adenylate regulator cation binding 
4108 

Cyclase guanylate activation hydroxylamine 
brain 596 

Cyclase guanylate activator brain 7617 

Cyclase guanylate cyclic AMP formation 

Cyclase guanylate fatty acid 1279 

Cyclase guanylate magnesium maganese 


8 

Cyclase guanylate methylnitrosoguanidine 

liver 
Cyclic AMP binding nucleus neoplasm 6349 
Cyclic AMP binding protein 6494 
Cyclic AMP binding protein liver 677 
Cyclic AMP binding protein neoplasm 6342 
Cyclic AMP blood platelet cholesterol 3310 
Cyclic AMP brain protein phosphokinase 


5155 
Cyclic AMP cell membrane potential Neu= 
rospora 7146 
Cyclic AMP detn heart 1041 
Cyclic AMP dexamethasone hepatoma ami= 
notransferase 3891 
Cyclic AMP dibutyryl metabolite liver 4287 
Cyclic AMP erythrocyte cholera toxin 7132 
Cyclic -_ formation guanylate cyclase 
13 


Cyclic AMP en 0m yolk sac 7151 

Cyclic AMP en synthase kinase 2384 

Cyclic AMP hee Bae liver 3234 

Cyclic AMP insulin pancreas neoplasm 92 

Cyclic AMP kidney metab 6675 

Cyclic AMP LH receptor testis 9002 

Cyclic AMP liver catecholamine calcium 
8645 


Cyclic AMP liver hormone 8066 

Cyclic AMP messenger RNA 655 

Cyclic AMP neuroblastoma protein 4850 

Cyclic AMP obesity hyperglycemia lipase 
7243 


Cyclic AMP ovary gonadotropin 8869 

Cyclic AMP phosphodiesterase egg 4662 

Cyclic AMP phosphodiesterase inhibitor 
6322 


Cyclic AMP phosphodiesterase regulation 
parvalbumin 5609 

Cyclic AMP phosphorylase activation 7488 

Cyclic AMP prostaglandin astrocytoma 
6018 


ons AMP protein kinase 910 3854 7140 


Cyclic A AMP protein kinase carcinoma 6335 

Cyclic AMP protein kinase egg 1712 

Cyclic AMP pseudoplasmodia slime mold 
4073 


Cyclic AMP soly diffusion 864 
Cyclic AMP thymocyte adenosine 5324 
Cyclic AMP troponin phosphorylation kinase 


851 

Cyclic AMP age 8 aminotransferase dex= 
amethasone 6783 

Cyclic GMP phosphodiesterase lung 4078 

Cyclic GMP phosphodiesterase specificty 

5211 

Cyclic GMP protein kinase 4269 4347 

6443 


Cyclic nucleotide animal cell transport 2010 

Cyclic nucleotide phosphodiesterase activa 
tion lysolecithin 4872 

Cyclic nucleotide phosphodiesterase activator 


2437 

Cyclic nucleotide phosphodiesterase hepato= 
ma dexamethasone 1448 

Cyclic nucleotide phosphodiesterase inhibitor 
brain 4175 

Cyclic nucleotide phosphodiesterase modula= 
tor protein 7440 

Cyclic nucleotide phosphodiesterase protein 
testis 8415 

Cyclic nucleotide phosphodiesterase purifn 
43 


Cyclohydrolase GTP liver 5750 

Cyclohydrolase methenyltetrahydrofolate 
complex liver 1117 

Cycloleucine transport liver 148 

Cyclooxygenase fatty acid induction 6591 

Cysteine dihydrofolate reductase 6871 

Cysteine ferredoxin NMR 2245 

— pathway genetics leukemia cell 


Cysteinyl FAD cytochrome c552 4767 

Cystic fibrosis macroglobulin trypsin complex 

Cystine auxotroph cystothionase formation 
7184 

“a formation cystine auxotroph 

7184 

Cytidine deamination transfer RNA 2551 

2566 


Cytidine uridine transport Escherichia 2492 
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patie choline phosphate liver 
ae... binding erythrocyte membrane 
Cytschateatn glucose transport erythrocyte 
Cytochalasin hexose transport hepatoma 


Cytochasin B cell transport heptoma 4185 

Cytochrome adrenodoxin reductase ferri= 
cyanide 2908 

Cytochrome b5 cholesterol formation micro= 
some 2797 

Cytochrome b5 cleavage cyanogen bromide 
5986 


Cytochrome b5 exchange liposome 4842 

Cytochrome b5 peptide sequence 8549 

Cytochrome b5 sored phospholipid vesi= 
cle 5656 

Cytochrome c conformation transition 8778 

Cytochrome c crystal structure 4619 

— c crystal structure tuna 759 


Cytochrome c gene horse donkey 830 

Cytochrome c iodotyrosine deriv 7743 

Cytochrome c manganese property 6156 

Cytochrome c metab muscle exercise 416 

a c peptide fragment complex 
1 


Cytochrome c peroxidase kinetics 919 
Cytochrome c reductase alc oxidn 7124 
Cytochrome c spin form ESR 574 
Cytochrome c yeast tryptophan 6577 
Cytochrome c552 cysteinyl FAD 4767 
Cytochrome o Vitreoscilla 1834 
Cytochrome oxidase carbon monoxide 5498 
Cytochrome oxidase liposome 3208 
Cytochrome oxidase liposome respiratory 
control 6981 
Cytochrome P 450 steroid 8788 
Cytochrome P450 alc oxidn 7124 
Cytochrome P450 development monooxyge= 
nase 4712 
Cytochrome P450 electron exchange 4431 
Cytochrome P450 heme ligand 3637 
Cytochrome P450 immunol microsome 3255 
ae P450 microsome membrane 


a. P450 multiple form 3970 
Cytochrome P450 redox carbon monoxide 
4755 


Cytochrome P450 reductase structure 437 
Cytochrome P450 tetrachlorodibenzodioxin 
2839 


Cytoplasm hepatoma protein 3626 

Cytoplasm hydroxycholecalciferol binding 
protein blood 2515 

Cytosol ATPase Tetrahymena 7548 

Daunorubicin DNA polymerase bacterio= 
phage 2670 

Dealkylation microsome copper tyrosine 
complex 5061 

Deaminase adenosine erythrocyte 110 

—- adenosine erythrocyte kidney 


Deaminase adenylate potassium ATP 1606 

Deaminase AMP myosin meromyosin 1869 

Deaminase deoxycytidylate DNA replication 
phage 8603 

Deaminase threonine subunit structure 


Deamination cytidine transfer RNA 2551 
2566 


Deazariboflavin redox protein redn 5612 
ae adenosy!lmethionine Saccharo= 
ces eal l residue 8212 
Dees ase dihydroxyphenylalanine tran= 
sombontion 7168 
a nee ornithine multiple form 


Decarboxylase ornithine turnover 2866 
Decarboxylase UDP glucuronate chondrocyte 


6707 

Decarboxylase UDP glucuronate multiple 
form 8013 

Dehydratase carbonate bromoacetazolamide 
5227 


Dehydratase carbonate isoenzyme erythro= 
cyte 555 

Dehydratase diol coenzyme analog 963 

Dehydratase dTDP glucose stereochem 


8113 
Dehydratase pretyrosine Pseudomonas 
Dehydrogenase alc coenzyme kinetics 3493 
Dehydrogenase alc conformation pH 433 
Dehydrogenase alc interaction NAD analog 


Dehydrogenase alc kinetics human liver 


Dehydrogenase aldehyde induction liver 
6169 
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Dehydrogenase coenzyme NAD analog 4125 
Dehydrogenase dihydroorotate detergent 
3379 


Dehydrogenase glucose phosphate arginine 

Dehydrogenase glucose phosphate formation 
liver 7796 

Dehydrogenase glucose phosphate isomerase 
immobilized 2611 

Dehydrogenase glucose phosphate metab 
uterus 3709 

Dehydrogenase glutamate aminotransferase 
aspartate 1250 

Dehydrogenase glutamate Neurospora pep= 
tide sequence 8160 

Dehydrogenase glutamate peptide sequence 
— 8142 8150 8174 8182 

8196 


Dehydrogenase glutarate semialdehyde in= 
uction Pseudomonas 7 

Dehydrogenase glutarate semialdehyde Pseu= 
omonas 7979 

Dehydrogenase glycerol phosphate multiple 

form 5575 
Dehydrogenase gulonate liver 2545 
Dehydrogenase homoserine aspartate kinase 


Dehydrogenase homoserine aspartokinase 
active fragment 7685 
<< po hydroxy steroid kinetics 


Dehydrogenase tae steroid Pseudomo= 
nas 3775 3 
“an beatesie affinity chromatog 


Dehydrogenase isocitrate methylisocitrate 


Dehydrogenase ketoglutarate regulation 
cetobacter 2940 

Dehydrogenase lactate conformation sub= 
strate 8775 

Dehydrogenase lactate Escherichia 5820 

Dehydrogenase lactate isoenzyme regulation 
salmon 5708 

or lactate structure dogfish 
17 


— wa lactate subunit interaction 


a. an lipoamide mechanism 3199 
ee malate dissocn sulfhydryl 
38 


a tee malate subunit interaction 


Dehyrogente ~~ eee 

complex liver 1117 

Ruigingaene phosphoglycerate kinetics 
mechanism 1539 

Dehydrogenase phosphoglycerate serine 
glycine 1527 

Dehydrogenase phosphorylase phosphate 
analog 5925 

Dehydrogenase pyruvate palmitoylcarnitine 
mitochondria 1552 

Dehydrogenase pyruvate regulation bicarbo= 
nate 5661 

Dehydrogenas2 succinate mitochondria mem= 
brane 1582 

Dehydrogenase succinate 7 6963 

Dehydrogenase succinate Rhodospirillum 


7461 
or UDP glucose mechanism 


ee arginine Mycoplasma 2615 

Deiodination thyroid hormone hepatocarci= 
noma 4458 

Demethylubiquinone methyltransferase liver 


1 
Denaturation alk phosphatase thermodn 
7042 


Denaturation trypsin inhibitor conformation 
5239 


Denitrification Pseudomonas 212 
Deoxyadenosine deoxyguanosine kinase 
purifn 8235 
a kinase active site Lactoba= 


— ‘eee analog coenzyme 


Deoxycytidine kinase active site Lactobacil= 
lus 824 

Deoxycytidylate deaminase DNA replication 
phage 8603 

— we interferon abnormal formation 
44 


Deoxyglucose transport brain glucose phos= 
phatase 7035 

Deoxyguanosine deoxyadenosine kinase 
purifn 8235 

Deoxynucleoside kinase active site Lactoba= 
cillus 8240 

— | ee kinase gene promoter phage 
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Deoxyribonucleotide pyrimidine synthesis 
DNA 6031 


Deoxyvalylfructose Hb Alc 2992 

Dephosphorylation phosphoprotein alk phos= 
phatase 6082 

Dephosphorylation phosphoprotein kinase 
phosphoprotein phosphatase 2855 

Dephosphorylation RNA polymerase II 
phosphorylation 6750 

Desaturase temp Bacillus 3660 

Desaturation eicosatrienoy! lecithin micro= 
some 68 

a ee flavodoxin peptide sequence 
1453 


Detergent ATPase adenylate cyclase 7905 
Detergent delipidated ATPase reactivation 
3551 


Detergent dihydroorotate dehydrogenase 
3379 


Detergent insol peptide automatic sequenc= 
ing 2218 
Detergent pyruvate oxidase ligand 5990 
Deuteroheme Hb ligand binding 4225 
Development adipose protein kinase 1064 
— ATPase sarcoplasmic reticulum 
18 


Development brain tubulin formation 1819 
Development chondrocyte proteoglycan 


Development Dictyostelium surface sheath 
820 


Development hydroxybutyrate respiration 
lipid formation 5222 
Development monooxygenase cytochrome 
P450 4712 
Development pancreas RNA 7391 
<< polysome fatty acid synthetase 
1 


Development protein glycosylation oviduct 
4330 

Development protein kinase adipose tissue 
5356 


Development Schizophyllum protease 8435 

Development try a oxygenase liver 
glucocorticoid 4354 

Dexamethasone cyclic AMP hepatoma ami= 
notransferase 3891 

Dexamethasone cyclic nucleotide phosphodi= 
esterase hepatoma 1448 

Dexamethasone hydroxymethylglutaryl 
reductase induction 3272 

Dexamethasone pituitary culture growth 
hormone 3870 

Dexamethasone receptor lymphocyte phyto= 
a. 2972 

Dexamethasone tyrosine aminotransferase 
induction 6783 

Dextran sulfate lecithin interaction 1243 

DGTP com oligoribonucleotide contamina= 
tion 8498 

Diabetes glucagon liver membrane 7434 

Diabetes Hb Alb 2998 

Diacyl glycerophosphate Mycobacterium 
6682 


Diacylglycerol cholinephosphotransferase 
ethanolaminephosphotransferase 3050 
Diacylglycerol galactosyl metab myelin brain 


Dibutyryl cyclic AMP metabolite liver 4287 
Dictyostelium protein analysis 6510 
Dictyostelium ribosomal RNA 3952 
Dictyostelium surface sheath development 


820 
Dictyostelium transfer RNA development 
694 


Diet carbohydrate glucose phosphate dehyd= 
rogenase 7796 

Differentiation adipocyte hormone sensitivity 
3554 


Differentiation heart embryo RNA 6521 

Diffusion cyclic AMP 864 

Digitonin ATPase conformation 8278 

Dihydrofolate acid dissocn 3724 

+ reductase sulfhydryl Escheric= 

ia 
ae reductase trimethoprim plas= 
319 

Dihydroneopterin triphosphate synthetase 

aver 5750 


Dihydroorotase complex 6379 
Dihydroorotate dehydrogenase detergent 


Dihydroxyacetone phosphate acyltransferase 
harderian red g 6363 

Dihydroxyphenylalanine decarboxylase tran= 
samination 7168 

Dihydroxyvitamin D3 binding protein intes= 
tine 4501 

Dihydroxyvitamin D3 hydroxylation 1421 

Dimethyl sulfoxide tubulin assembly 6222 

Dimyristoyllecithin apolipoprotein complex 
2200 


9099 


Dimyristoyllecithin microvicosity fluores= 
cence depolarization 2163 

Diol dehydratase coenzyme analog 963 

Dioxygenase hydroxyphenylpyruvate kinetics 
mechanism 5094 

Dioxygenase hydroxyphenylpyruvate liver 

Dioxygenase hydroxyphenylpyruvate multi= 
ple form 

mer go indolamine mechanism superox= 


Dioxygenase indoleamine kinetics mechanism 


Dioxygenase indoleamine superoxide complex 
4637 


Dioxygenase indoleamine superoxide intes= 
tine 

Dio9 potassium transport Schizosaccharo= 
myces 4577 

Diphenylheatriene fluorescence depolariza= 
tion lecithin 2163 

oe fructose crystal structure 


Diphosphatase fructose turkey liver 7031 
ea nowene carbaminohemoglobin 


Diphtheria toxin lactogen conjugate 1515 

Diplococcus endoacet Siouhastesnmaiatdans 
te ape 8609 

Diplococcus glycosidase 8615 

Disaccharide lipid formation lung 2918 

Disk membrane rhodopsin structure 8092 

Dismutase superoxide copper tyrosine com= 
plex 5061 

Dismutase superoxide paraquat Escherichia 
7667 


Dismutase superoxide Porphyridium 6421 

Dissocn acid folate deriv 3724 

Dissocn assocn globulin electrolyte 240 

Disulfide dimer growth hormone 3697 

— group histone chromatin cell cycle 
4 


Disulfide a protein cell receptor 1505 
Disulfide platelet glycoprotein 2121 
Disulfide protein redn enzyme 4600 
Disulfide structure HLA antigen 4694 
Dithionite metmyoglobin redn 4038 

DNA adenovirus promoter sequence 9047 
DNA adenovirus sequence 9032 
= apyrimidinic endonuclease 


DNA apurinic specific enzyme 3304 

DNA bacteriophage M13 structure 5916 

DNA benzopyrene metab liver 6424 

DNA binding Cro protein 6177 

DNA binding protein serum 1881 

DNA binding RNase H1 8934 

DNA cell sterol formation 409 

DNA cellulose deriv RNA formation 5615 

DNA chromatin nuclease DNase 7635 

— cleavage restriction endonuclease Hae= 

ophilus 7300 

DNA ¢ cloning globin messenger RNA 2209 

— epee prepn RNA globin 
182 


DNA crosslink Escherichia ATP 7023 
DNA endonuclease Escherichia 2808 
DNA Escherichia membrane phospholipid 


DNA formation animal cell purine 5350 

DNA formation fibroblast cell cycle 4762 

DNA formation globin messenger 2742 

DNA formation NAD analog nucleus 4134 

DNA globin complementary probe 5606 

DNA globin messenger RNA 1908 

DNA elvcidaldehyde reaction 5370 

DNA kinetoplast Leishmania 6208 

DNA ligase phage T4 3987 

DNA methylase Escherichia 7265 

DNA methylcytosine hepatoma bromodeox= 
yuridine 5509 

DNA mitochondrial replication polymerase 


7 
DNA modified pyrimidine reaction nuclease 


DNA monkey SV40 virus 5124 
DNA nuclease carcinogen mutagen 8740 
DNA nucleosome structure endonuclease 


DNA phage replication Escherichia 2524 
DNA phage T3 RNA polymerase 6485 
DNA phage T4 thymine hydroxymethylcyto= 
sine 3019 
DNA phosphory] terminus detn 3176 
NA polymerase adriamycin bacteriophage 


DNA polymerase baker yeast 1873 

DNA polymerase erythroid cell 273 

DNA polymerase Escherichia subunit 6478 

DNA polymerase extn calcium 4011 

DNA polymerase leukemia virus 11 

DNA polymerase liver HeLa mitochondria 
51 





9100 


DNa& polymerase mechanism phage T5 

8700 8708 
DNA polymerase myeloblastosis virus 1425 
DNA polymerase polynucleotide biosynthesis 

32 

DNA polymerase sarcoma virus 2281 2290 
DNA polymerase subunit compn 6528 
DNA polymerase virus binding RNA 6878 
DNA protein Escherichia sepn bacteriophage 


2734 

DNA pyrimidine deoxyribonucleotide sy .= 
thesis 

DNA pyrimidine dimer correndonuclease 

icrococcus 6280 

DNA pyrimidine dimer incision 6287 

DNA reaction tryptophan peptide 244 

DNA replication adeno virus 7940 

DNA replication complex enzyme 7947 

DNA replication metal 3605 

DNA replication phage deoxycytidylate 
deaminase 8603 

DNA phosphorylation uncouplers 
114 


DNA replication virus fd 2534 

DNA RNA chromatin 2630 

DNA RNA polymerase heparin 5403 

DNA sequence galactose operon 3538 

DNA sequence recognition methylase Es= 
cherichia 7273 

DNA sequence SV40 virus 333 355 368 

DNA spacer polynucleosome 8269 

DNA structure fibroblast mitosis 141 

DNA superhelix density detn 291 

DNA SV40 virus defective hybrid 5115 

DNA SV40 virus RNA sequence 340 

DNA unwinding protein Micrococcus 5398 

DNA uracil glycosidase Escherichia 3286 

DNA 8S mitochondria 2984 

DNase apurinic apyrimidinic placenta 1235 

DNase bean embryo 3304 

DNase chromatin DNA 7635 

DNase Escherichia mecha: sm ATP 499 

DNase V thymus 116 

Dogfish lactate dehydroy ase structure 
1799 


Dolichol acety!zlucosamime metab 2473 
Dolichyl g!ucosy! phosphate glucosyltvansfer= 
ase 2°71 
— ian! opyranosy] phosphate metab 
4 


Dolichyl phosphate mannose retma hydro= 
genation 5619 

Dolichyl phosphate ovid:ci estrogen 4330 

Donkey horse cytochrome c ,ene 820 

Dopachrome formation hydroxyphenylala= 
nine 5729 

Drosophila histone antibody calf 3099 

Drug inding albumin 3876 

DTDP glucose dehydratase stereochem 


8113 
Earthworm prolyl hydroxylase specificity 
7591 


Echerichia membrane protein glutamate 
methyl ester 3214 
Egg concanavalin A binding 1286 
Egg cyclic AMP phosphodiesterase 4662 
Egg meiosis Xenopus progesterone 1712 
Ehrlich fatty acid membrane transport 
6624 
Eicosatrienoy] lecithin desaturation micro= 
some 
Elastase inhibition fluoroacetyl peptide 
leukocyte 5931 
Elastase pancreas detn serum 61 
Elastase purulent sputum 1917 
Elec field effect ESR ferredoxin 5643 
Electrochem proton gradient mitochondria 
thermodn 8459 
Electrolyte globulin assocn dissocn 240 
Electron exchange cytochrome P450 4431 
Electron microscopy transcarboxylase struc= 
ture 1500 
Electron paramagnetic resonance 
See EPR 
See also ESR 
Electron spin resonance 
See ESR 
See also EPR 
Electron transport flavoprotein 8440 
Electron transport thermodn 8455 
— gel globin messenger RNA 


218: 
Electrophoresis interferon 6585 
—— proteolysis peptide mapping 
1 


Elongation factor liver yeast 1471 
— factor manganese nucleotide 
4 


Embryo cell adhesion antigen 6835 
Embryo cell adhesion protein 6841 
Embryo chondroitin sulfate formation 8292 
Embryo fatty acid synthetase liver 7015 
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Embryo lectin muscle 6026 

Embryo monooxygenase development 4712 

Embryo muscarinic receptor heart 8692 

Embryo RNA pancreas 7391 

Emission spectra 

See also Fluorescence and Raman spectra 

Encephalitogenic protein proteolysis active 
site 1723 

Endoacetylgalactosaminidase Dipiococcus 
8615 


Endoacetylgalactosaminidase Diplococcus 
glycoprotein 

Endoacetylgluc« i specificity Clos= 
tridium Streptomyces 6687 

Endodeoxyribonuclease bean embryo 3304 

Endodeoxyribonuclease Micrococcus 6287 

Endonuclease activity phosphodiesterase 
snake venom 8652 

Endonuclease DNA apurinic apyrimidinic 
1235 

Endonuclease DNA Escherichia 2808 

Endonuclease Escherichia substrate specifici= 
ty 2802 

Endonuclease Micrococcus repair UV irradn 
6294 





Endonuclease nucleosome DNA structure 
00° 
Endonuclease reaction Escherichia plasmid 
451 


Endonuclease restriction detn 3176 
Endonuclease restriction Haemophilus DNA 
cleavage 7300 
Endonuclease ribosomal RNA maturation 
1350 
Endonuclease UV Micrococcus 6280 
Endonuclease V Escherichia 1647 
— reticulum calcium binding 
adi 


to 92 

Endoplasmic reticulum protein glycosylation 
enzyme 7901 

Energy amino acid transport Escherichia 
4056 


Energy charge adenylate sperm motility 
8088 


Energy coupling transport Escherichia mu= 
tant 8582 

Energy potassium transport Escherichia 
1394 


Energy transduction phosphorylation ex= 
change reaction 2478 

Enoyl CoA hydratase 542 

Entamoeba pyruvate metab acetate 726 
Enterobacter excitability producing protein 


Enzyme active site cation 5183 
Enzyme angiotensin converting inhibition 


Enzyme cholesterol formation liver 5852 
Enzyme clotting zymogen Limulus 2178 
Enzyme DNA replication complex 7947 
Enzyme Escherichia sepn 2734 

= glucocorticoid receptor inactivation 


Enzyme glucose phosphorylation liver inani= 
tion 

Enzyme glycolytic stability erythrocyte 
1829 


Enzyme indole oxidizing Pseudomonas 
2648 

Enzyme induction hydrocarbon genetics 
2827 


Enzyme induction liver genetics 157 

Enzyme induction lysine metab Pseudomo= 
nas 7987 

Enzyme ketoaminohexanoate cleavage Clos= 
tridium 20 

Enzyme kinetics inhibition equation 6438 

Enzyme kinetics two substrate 4546 

Enzyme lipid adipose fibroblast 2158 

Enzyme mannosylmannose formation liver 
microsome 7235 

Enzyme membrane sepn hydrophobic chro= 
matog 8957 

Enzyme microsome induction chlorobiphenyl 
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tide formation 2187 

Mannosyltransferase polyprenol pyrophosp= 
hate 3057 

Mannosyltransferase polypreny! phosphate 
retina —, 5622 
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me. pach arylsulfatase 7074 

Mast cell heparin formation structure 518 
Mast cell neurotensin receptor 7174 7180 
Mechanism alanine carboxypeptidase 2934 
Meiosis egg Xenopus progesterone 1712 
Melanin formation hydroxyphenylalanine 
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—— acetylglucosamine lipid metab 
3473 

Membrane adipocyte photoaffinity labeling 
181 


Membrane adipose cell 6229 

Membrane ATPase inactivation ozone eryth= 
rocyte 8537 

Membrane ATPase Neurospora 3357 

Membrane basement Ascaris intestine car= 
bohydrate 4002 

Membrane basement protein intestine Ascar= 
is 3995 

Membrane cell adenosine phosphoroglycerol 
formation 1719 

Membrane cell ATPase 2450 

Membrane cell potential cyclic AMP Neu= 
rospora 7146 

Membrane cell receptor IgE 704 

Membrane compn sterol formation 409 

Membrane depolarization Escherichia colicin 
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Membrane energy proton oxygen Escherichia 
5875 

Membrane erythrocyte assocn spectrin 
2753 

Membrane erythrocyte cytochalasin binding 
5464 


Membrane erythrocyte interaction phospho= 
glycerate kinase 6715 

Membrane erythrocyte monosaccharide 
transport 3131 

Membrane erythrocyte polypeptide calcium 
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Membrane erythrocyte protein crosslinking 
8524 


Membrane erythrocyte protein extn 6759 

Membrane erythrocyte protein kinase 102 

Membrane erythrocyte protein lipid site 
6909 

Membrane erythrocyte protein phosphoryla- 
tion 

Membrane erythrocyte protein variant 6573 

Membrane erythrocyte topog protein 712 

— Escherichia galactoside transport 


—a. Escherichia lipid fatty acid 8797 
Membrane eye disk rhodopsin structure 
8092 





KEYWORD INDEX 


Membrane eye rhodopsin structure light 
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Membrane eythrocyte phosphofructokinase 
allosteric property 7418 

Membrane fatty acid Ehrlich transport 
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enaicane fluidity Escherichia lipopolysac= 
charide 2077 

Membrane folate binding protein 3760 

Membrane glucose transport adipose 8341 

Membrane glycophospholipid virus fibroblast 
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Membrane glycoprotein adipose 6236 

Membrane glycoprotein degrdn. regeneration 
liver 5895 

glycoprotein sialate labeling 


~~ kidney parathormone binding 

1071 

Membrane kidney parathormone receptor 
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Membrane lipase phospholipase A2 4313 
Membrane lipid protein interaction 3194 
Membrane liver glucagon hyperglucagonemia 


7434 
2 lymphocyte insulin receptor 
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Membrane mannosidase Golgi liver 3227 

Membrane metab kidney 8597 

— microsome structure calorimetry 

Membrane mitochondria protein kinase 807 

Membrane mitochondria succinate dehyd= 
rogenase 1582 

Membrane model lipase colipase 4319 

Membrane mutant Salmonella sugar trans= 
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Membrane nucleus lymphoid cell 2134 

Membrane phenylhexatriene fluorescence 
depolarization 7500 

Membrane phospholipid Escherichia antibi= 
otic 5911 

Membrane phospholipid Escherichia macro= 
mol 4487 

Membrane platelet hydroxytryptamine 
transport 2170 

Membrane prostaglandin binding protein 
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Membrane protein bioluminescence Be.eck= 
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Echerichia 3214 
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Membrane aoe detection 1566 

Membrane Salmonella phospholipid translo= 
cation 7405 

Membrane synapse glycoprotein 786 

Membrane synaptosome protein 3862 

Membrane thyroid characterization 3074 

a thyroid tetanus toxin interaction 
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Menadione oxidoreductase induction liver 
genetics 157 

Mercapto ATPase sarcoplasmic reticulum 
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Mercapto porphobilinogen synthase active 
site 8964 


Meromyosin AMP deaminase 1869 
Meromyosin binding ADP 8085 
Messenger ribonucleoprotein protein assocn 


3525 
Messenger RNA amylase pancreas 5522 
Messenger RNA blastokinin uterus 5412 
Messenger RNA conalbumin oviduct estrogen 
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Messenger RNA cyclic AMP 655 

Messenger RNA fetoprotein 8469 

Messenger RNA globin affinity chromatog 
457 


Messenger RNA globin cloning = 2209 

Messenger RNA globin DNA 1 

Messenger RNA globin sequence > 346 
5019 5032 5040 

a RNA globin structure 1758 
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a RNA globin translation 2684 
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Messenger RNA glutamine synthetase 3028 
Messenger RNA histone 173 

Messenger RNA histone HeLa 166 

a RNA immunoglobulin translation 
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Messenger RNA phosphoenolpyruvate car= 
boxykinase translation 8398 

Messenger RNA prepn globin 2182 

Messenger RNA protamine trout 1386 

Messenger RNA protein formation factor 


Messenger RNA purifn immunosorption 


Messenger RNA reovirus ribosome 7842 
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Messenger RNA reovirus ribosome site 
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Messenger RNA translation 8320 

Messenger RNA translation albumin 1272 

Messenger RNA translation methylguanosine 
1181 

Messenger RNA translation virus 8804 

Messenger RNA virus SV40 368 

Messenger RNA vitellogenin estradiol 8310 

a RNA vitellogenin estrogen 7913 
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Messenger RNA vitellogenin Xenopus 5244 

Metab regulation Escherichia nucleotide 
charge 4151 

Metal DNA replication 3605 

Metaplasia sucrase intestine 3277 

Methemerythrin formation kinetics 6069 

Methemoglobin Bohr effect 3128 

Methemoglobin EPR carp 1327 

Methemoglobin oxyhemoglobin photolysis 
1226 

Methenyltetrahydrofolate cyclohydrolase 
complex liver 1117 

Methionine formation Escherichia 3392 

Methionine transfer RNA aminoacylaticn 
anticodon 6403 

Methionine transmethylation adenosylmethi= 
onine synthetase yeast correction of 
page 4506 6962 

Methiony] transfer RNA binding protein 
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Methopterin dissocn 3724 
Methotrexate acid dissocn 3724 
Methyl azidobenzoimidate receptor label 


1566 
Methylacetoacetate reductase nematode 
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Methylacridinium acetylcholinesterase acti= 
vation 7200 

Methylamine ammonia amino acid transport 
Saccharomyces 3599 

Methylase DNA Escherichia 7265 

Methylase DNA sequence recognition Es= 
cherichia 7273 

— reaction DNA modified pyrimi= 

ine 
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Methvlation histone brain 5981 
ethylcholanthrene ygenase devel= 
ecm 4712 
Methylcytosine DNA hepatoma bromodeox= 
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Methylene ATP sarcoplasmic reticulum 
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Methylenetetrahydrofolate dehydrogenase 
complex liver 1117 

—o reductase fatty acid liver 


Methylguanosine dinucleotide pyrophospha= 
tase HeLa cell 2815 

Methylguanosine messenger RNA translation 
1181 


Methylguanosine RNA translation initiation 
factor 8489 

Methylisocitrate aconitase isocitrate dehyd= 
rogenase 2702 

Methylmalonate det enzyme 504 

Methylmalonyl CoA carboxylase structure 
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— polysaccharide Streptomyces 


Meth aise polysaccharide structure 
ycobacterium 2459 
Methylmercapto creatine kinase kinetics 
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Methylnitrosoguanidine guanylate cyclase 
liver 5: 
Methylpyridinium acetylcholinesterase acti= 
vation 
— demethylubiquinone liver 


Methyltransferase glutamyl Salmonella 
protein 2793 
Methyltransferase histone lysine brain 5977 
Methyltransferase lysine Neurospora 5651 
Methyltransferase transfer RNA adenine 
liver 4790 
Metmyoglobin redn dithionite 4038 
Mevalonate metab kidney 548 
Micelle phospholipase A2 conformation 
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Micrococcus cell wall teichuronic intermedi= 
ate 3460 
Micrococcus DNA unwinding protein 5398 
Micrococcus endodeoxyribonuclease 6287 
—- endonuclease repair UV irradn 
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Micrococcus UV endonuclease 6280 
Microglobulin alphal urine 8048 


Microglobulin HLA antigen 4682 
Microorgansim intestine phytosphingosine 


Microsome brain alkylglycerophosphate 
acyltransferase 1663 
Microsome cholesterol formation cytochrome 
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Microsome cytochrome P450 immunol 3255 
Microsome cytochrome P450 induction 


Microsome dealkylation copper tyrosine 
complex 5061 

Microsome desaturation eicosatrienoyl lecith= 
in 

Microsome disaccharide lipid formation 
2918 


Microsome enzyme induction chlorobiphenyl 
6373 


Microsome ethanol oxidizing system 7124 
Microsome fatty acid chain elongation 6736 
Microsome fibroblast calcium uptake 6304 
a glucose phosphate transport 
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Microsome glycerophospholipid metab brain 
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Microsome liver UDP glucuronosyltransfer= 
ase 1336 

Microsome mannosylmannose formation 
enzyme liver 7235 

Microsome membrane cytochrome P450 
293 


Microsome membrane structure calorimetry 
2929 

Microsome pancreas mannosyltransferase 
224 


Microsome pea hemoprotein 199 

Microsome peroxygenase pea 6118 

Microsome uterus calcium prostaglandin 
1576 

Microtubule assembly GTP tubulin 4440 

Microtubule assembly tubulin dimethyl 
sulfoxide 6222 

Microtubule assembly virus transformed 
fibroblast 794 

Microtubule assembly zinc 6918 
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Microtubule yolk sac pinocytosis 7151 

Microvicosity dimyristoyllecithin fluores= 
cence depolarization 2163 

Microviscosity lecithin paraffin 7500 

Milk oligosaccharide 5408 

Mitochondria adenine nucleotide transport 
inhibition 6711 

Mitochondria ~~ ATP phosphate ex= 

change 3147 

Mitochondria calcium ATP glucocorticoid 
1217 

Mitochondria calcium pyruvate carboxylase 
5372 


Mitochondria calcium transport, liver 4539 

Mitochondria citrate transport regulation 
bicarbonate 5661 

Mitochondria contraction cation proton 
transport 7932 

Mitochondria coupling factor subunit 4743 

Mitochondria cytochrome P 450 8788 

Mitochondria DNA 8S 2984 

Mitochondria electrochem proton gradient ° 
thermodn 8459 

Mitochondria flavoprotein iron sulfur 8440 

Mitochondria gene phosphorylation Schizo= 
saccharomyces 5716 

Mitochondria heart subsarcolemmal interfi= 
brillar 8731 

Mitochondria membrane proteir kinase 807 

a membrane succinate dehyd= 

enase 1582 
Mitoe ondria nucleoside diphosphokinase 


Mitochondria palmitoylcarnitine pyruvate 
dehydrogenase 1552 

Mitochondria phosphate binding ATPase 
heart 2891 

Mitochondria phosphorylation exchange 
reaction 2486 

Mitochondria protein formation formylmeth= 
ionyl RNA 2519 

Mitochondria protein formation HeLa 1702 

Mitochondria Saccharomyces ATPase inhibi= 
tor 671 

Mitochondria sperm pyruvate metab 1309 

Mitochondrial DNA replication polymerase 
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Mitosis DNA structure fibroblast 141 
Mitosis histone disulfide group chromatin 
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Mitrosylhemoglobin Kansas ESR 1331 
= adenylate cyclase activation GTP 


Model membrane lipase colipase 4319 
Mol motion proteoglycan cartilage 3617 
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Mol structure copper glycyl alaninato 8840 
Molybdate sulfite oxidase reconstitution 


Molybdenum cofactor sulfite oxidase re- 
constitution 4994 

Molybdenum sulfite oxidase 2017 

Monkey SV40 virus DNA 5124 

Monkey SV40 virus DNA hybrid 5115 

Monoamine oxidase active site 284 

Mononucleotides 

See also Nucleotides 

Monooxygenase development cytochrome 
P450 4712 

Monooxygenase tridecanone Pseudomonas 
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Monosaccharide transport erythrocyte mem= 
brane 3131 

Mucin cervix structure 7788 

Mucin endoacetyl galactosaminidase Diplo= 
coccus 8609 

Mucin purifn structure submaxillary gland 
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Mucin submaxillary pep ptide structure 3799 
—— ink protein property 


mm. age pone cartilage 
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Mucopolysaccharide ‘alihits invertebrate 
2254 


Mucor chitosome chitin > ree 3338 
Mule Se ape c gene 830 
— cation stimulating activity receptor 


ae cholinergic receptor heart thyroid 
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Muscarinic receptor heart embryo 8692 

Muscle acetylcholine receptor 2143 

Muscle acetylcholine receptor structure 
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Muscle actinin property 5529 

Muscle amino acid insulin 1476 

Muscle AMP deaminase 1869 

Muscle ATP vanadate contamination 7421 

Muscle calcium ATPase development 318 

Muscle calcium ATPase potassium 1620 

Muscle creatine kinase vitamin E 3117 

Muscle creatine phosphokinase isoenzyme 
dystrophy 8382 

Muscle cytochrome c metab exercise 416 

Muscle frog contraction myosin phosphoryla= 
tion 4752 

Muscle glycogen synthase kinase 1231 

Muscle Body sis purine nucleotide cycle 


5054 
Muscle hemagglutinin chick 5444 
Muscle lectin embryo 6026 
Muscle protein kinase catalytic subunit 
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Muscle protein kinase specificity 4888 
Muscle transverse tubule terminal cisterna 


Muscle tropomyosin interaction Acantha= 
moeba actin 3374 

Muscle troponin T sequence 971 978 983 

— pooh Ke creatine phosphokinase 


Rd nuclease Pseudomonas 8740 

Mutant yeast heme 2846 

Mutation RNA polymerase sporulation Ba= 
cillus 268 

i ATPase nucleotide binding 


—. on ATPase trypsin 8229 
Mycobacterium diacyl glycerophosphate 


6682 
Mycobacterium fatty acid synthetase me= 
chanism 5745 
<a lactate oxidase mechanism 
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Mycobacterium methylmannose polysacchar= 
ide structure 2459 
<n transacylase specificity 


Mycoplasma arginine deiminase 2615 
a core diacylglycerol metab brain 


Myelin glycerophospholipid metab brain 
4025 
= | formation glioma 


Mycloblastosis virus DNA polymerase 1425 
= ony glycoprotein glycosylation Ig chain 


Myeloma Ig cryopptn solute 8002 
Myeloperoxidase singlet oxygen formation 
4893 


Myofibril protein age * eed 3430 
Myoglobin cobalt ESR 

Myoglobin Hb = ewe ad 7955 
— histidine tautomerization NMR 


Myoglobin interaction oxygen 4882 
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Myoglobin reaction carbon monoxide 7447 
Myoglobin reaction carbon monoxide heme 


Myoglobin spectra pressure 4098 

Myo emeryt rin structure symmetry 3012 
Myosin actin thyroid 8285 

Myosin AMP deaminase 1869 

Myosin ATPase ATP analog 1673 
Myosin ATPase heart ATP analog 1681 
Myosin ATPase heart thyrotoxicosis 6925 
Myosin binding ADP 8085 

Myosin blood platelet function 4371 
Myosin heavy chain half life 3422 
Myosin heavy chain kinase Acanthamoeba 


Myosin II Acanthamoeba 6501 

Myosin phosphorylation frog muscle contrac= 
tion 4752 

Myxine insulin adipocyte 602 

NAD alc dehydrogenase kinetics 3493 

NAD analog dehydrogenase coenzyme 4125 

NAD analog DNA formation nucleus 4134 

NAD analog interaction alc dehydrogenase 
8990 


NAD urocanase coenzyme Pseudomonas 


5701 
NADH alc dehydrogenase kinetics 3493 
NADH CoQ reductase arylazidoalanine 
NAD 8990 
NADP aldehyde reductase liver 3821 
NADP NADPH stomach mucosa 8572 
NADPH cytochrome P450 reductase struc= 
ture 437 
NADPH formation Escherichia 3382 
NADPH glucose phosphate dehydrogenase 
metab 3709 
NADPH NADP stomach mucosa 8572 
NADPH photooxidn singlet oxygen 8554 
Nematode methylacetoacetate reductase 


Neonate lung superoxide dismutase oxygen 
3509 


Neoplasm arylsulfatase basophil 7074 
Neoplasm brain myelin glycosphingolipid 
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Neoplasm mammary estrogen receptor 3703 

Neoplasm mammary regression protein 
kinase 6349 

Neoplasm pancreas insulin cyclic AMP 92 

Neoplasm permeability ATP 4584 

Neoplasm regression mammary protein 
kinase 6342 

Neoplasm ribonucleoprotein polyadenylate 
nucleus 1156 

Neoplasm steroidogenesis adenosine 687 

Nereis cuticle collagen fragment 8018 

Nerve cell adhesion selectivity 7625 

— cholinergic receptor bungarotoxin 
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Nerve growth factor subunit dissocn 8532 
Nerve growth factor tyrosine hydroxylase 
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Neuraminidase Diplococcus 8615 

Neuroblastoma — cyclic AMP 4850 

Neurospora ATPase plasma membrane 
3357 

Neurospora carnitine pathway 7437 

——s Cell membrane potential cyclic 


Neurospora glutamate dehydrogenase pep= 
tide sequence 8142 8150 8160 8174 
8182 8196 

Neurospora glutamine synthetase 8724 

Neurospora glutamine synthetase messenger 


Neurospora lysine methyltransferase 5651 
Neurospora ornithine aminotransferase 
arginine 6974 
Neurotensin receptor mast cell 7174 7180 
—— activation sodium ionophore 
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Newborn protein skin tonofilament 2127 
Nicotinamide adenine dinucleotide 
See NAD 


Nitrate reductase Escherichia membrane 
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Nitric oxide denitrification Pseudomonas 
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Nitric oxide Hb 403 

Nitrite denitrification Pseudomonas 212 

Nitrite reductase spinach 896 

Nitroazidophenylcystamine dioxide protein 
crosslinking 5514 

es lysozyme conformation 


Nitroethane oxidn glucose oxidase 4361 

Nitrogen ATP sulfurylase tobacco 1858 

Nitrogenase iron protein Clostridium 7081 

Nitrogenase iron protein Clostridium 7089 
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Nitrophenol lactose repressor spectra 3153 
Nitrophenylphosphatase lead 5201 
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Nitroprusside guanylate cyclase liver 5804 
Nitrous acid nuclease Pseudomonas 8740 
Nitrous oxide denitrification Pseudomonas 
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NMR carbon 13 lysozyme 1786 1795 
NMR cholesteryl ester triolein phase 8071 
NMR ferredoxin Clostridium 2245 
NMR fluorine transfer RNA 4418 
NMR substrates arginine kinase correction 
of page 6245 6245 
Nomenclature enzyme multiple form 5939 
Nomenclature ribosome protein 9065 
Nonhistone protein concanavalin A 7062 
Noradrenaline lipolysis adipose kinetics 
Noradrenergic receptor brain 6450 
Norepinephrine potassium efflux parotid 
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Nose hyaluronate cartilage 420 
Nuclear magnetic resonance 
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Nuclear RNA heterogenous protein 7307 
Nuclease Bacillus ribosomal RNA 1350 
Nuclease chromatin DNA 7635 
Nuclease pr ecursor Staphylococcus 6544 
a 'seudomonas carcinogen mutagen 


Nuclease reaction DNA modified pyrimidine 
318) 


Nuclease RNA double stranded 4092 

Nuclease staphylococcal hybridization con= 
formation 125 

Nucleic acids 

See also DNA, Messenger RNA, Poly(ade= 

nylic acid), RNA, and Transfer RNA 

Nucleolus liver RNA aflatoxin B1 3245 

Nucleoside diphosphate kinase heart 4232 

Nucleoside methylated messenger RNA 
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Nucleoside phosphorylase deficiency inosine 
metab 4428 

Nucleoside triphosphatase avian myeloblas= 
tosis virus 6700 

Nucleosides 

See also Ribonucleosides and Trinucleo= 

sides 

Nucleosome chromatin acetylation histone 
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—- chromatin structure processing 
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Nucleosome DNA structure endonuclease 
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Nucleosome histone binding site 6516 
Nucleosome spacing chromatin heterogeneity 
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Nucleotide adenine immobilization sol copo= 
lymer 6631 

Nucleotide adenine transport mitochondria 
inhibition 6711 

Nucleotide antibody determinant 3102 

Nucleotide beta adrenergic receptor binding 


Nucleotide binding site ATPase 1084 

Nucleotide charge metab regulation Escher= 
ichia 4151 

— cycle purine muscle glycolysis 


Nucleotide cyclic animal cell transport 2010 

Nucleotide guanine activation adenylate 
cyclase 5180 

— guanine adeny] cyclase glucagon 


Nucleotide guanine adenylate cyclase 3766 
Nucleotide guanine prostaglandin receptor 
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Nucleotide polymerase erythroid cell 273 
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tion enzyme 6379 
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Nucleotide sequence messenger RNA reovi= 
rus 7842 

Nucleotide sequence ribosome RNA 4256 

Nucleotide sequence ribosome RNA gene 
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Nucleotidyltransferase transfer RNA Escher= 
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Nucleotidyltransferase transfer RNA me= 
chanism 5589 

Nucleus adrenal medulla protein phosphory= 
lation 8365 

Nucleus brain protein formation develop= 
ment 1819 





KEYWORD INDEX 


Nucleus DNA formation NAD analog 4134 

Nucleus liver RNA aflatoxin B1 3245 

Nucleus mammary estrogen receptor 3703 

Nucleus membrane lymphoid cell 2134 

Nucleus neoplasm cyclic AMP binding 6349 

Nucleus oviduct estrogen receptor 2060 

Nucleus polyadenylate diphosphoribose 
synthetase liver 7000 

Nucleus protein kinase liver 6660 

Nucleus ribonucleoprotein formation ribo= 
some 721 

Nucleus ribonucleoprotein polyadenylate 
neoplasm 1156 

Nucleus RNA polymerase estradiol 4607 

Nucleus triiodothyronine receptor liver 


Nucleus tyrosine aminotransferase degrdn 
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Nucleus uterus estrogen receptor 6823 
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Obesity hyperglycemia lipase cyclic AMP 
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rection of page 1965 4015 
Octadecenoate liver hepatoma 1965 
Octanoate albumin binding structure 4326 
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Oleate Escherichia unsatd fatty acid 5488 
Oleoyl CoA adenine nucleotide transport 
6711 
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Oligosaccharide formation cell membrane 
phospholipid 4250 

Oligosaccharide formation cotton lipid 2444 

Oligosaccharide formation mannosyltransfer= 
ase aorta 2498 

Oligosaccharide formation UDP glucose 
Escherichia 6299 

Oligosaccharide formation UDP glucose 
fibroblast 1780 

Oligosaccharide lipid complex formation 
224 


Oligosaccharide mannosy] lipid animal cell 
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Oligosaccharide milk 5408 

Oligosaccharide urine pregnancy lactation 
1014 1034 

> mens urine pregnancy lactation 
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Omega oxidn fatty acid acetyl group 4379 

Ommastreppes chondroitin sulfate 4570 

Come lactose regulation region sequence 
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Opsin glycoprotein blood serum 7156 

Organ cholesterol formation physiol 3646 

Organ sterol formation lipoprotein 3652 

Ornithine aminotransferase glutamate deh= 
ydrogenase 1250 

Ornithine aminotransferase Neurospora 
arginine 6974 

— decarboxylase multiple form 


Ornithine decarboxylase turnover 2866 
Ornithine transcarbamylase liver disorder 


6 

Ornithine transcarbamylase pyridoxal phosp= 
hate 4276 

Ornithine transcarbamylase regulation oro= 
tate Escherichia 5928 

Orotate phosphoribosyltransferase orotidine 
phosphate decarboxylase 8374 

Orotate regulation ornithine transcarbamy= 
lase Escherichia 5928 

Outer membrane lipoprotein Escherichia 

Ovalbumin acetylation prevention 8781 

Ovalbumin formation saccharide lipid 1007 

Ovalbumin gene anticoding purifn 5789 

Ovalbumin gene endonuclease map 4722 

Ovalbumin gene insertion plasmid 1840 

—— messenger RNA oviduct estrogen 
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Ovalbumin messenger RNA purifn 6666 

Ovary cyclic AMP gonadotropin 8869 

Oviduct chicken endoplasmic reticulum 
enzyme 7901 

Oviduct nucleus estrogen receptor 2060 

Oviduct ovalbumin formation 1007 

— polysome messenger RNA purifn 


Oviduct progesterone receptor subunit 299 
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Oviduct protein glycosylation development 
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Ovomucoid messenger RNA purifn 6666 

Ovotransferrin fractionation carbohydrate 
structure 5437 

Oxalacetate metab Pseudomonas 1257 

Oxalate transferrin copper ESR 6090 

Oxidase amine active site kynuramine 8081 
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Oxidase amino acid conformation 8035 

Oxidase amino acid kinetics 4464 

Oxidase cytochrome carbon monoxide 5498 

Oxidase cytochrome liposome 3208 

Oxidase cytochrome liposome respiratory 
control 6981 

Oxidase glucose nitroethane oxidn 4361 

Oxidase lactate mechanism Mycobacterium 


Oxidase monoamine active site 284 

Oxidase pyruvate activation protease 7877 

Oxidase pyruvate activation protease lipid 
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Oxidase pyruvate detergent ligand 5990 
Oxidase sterol liver 5852 

Oxidase sulfite heme molybdenum 2017 
Oxidase sulfite reconstitution molybdate 


Oxidase sulfite reconstitution molybdenum 
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Oxidase tryptophan 4413 

Oxidase xanthine oxidn liposome erythrocyte 
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ism 427 
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Oxidn Hb hydroxylamine phosphate 6105 
Oxidn omega fatty acid acetyl group 4379 
Oxidn redn protein catalyst 5612 
Oxidoreductase menadione induction liver 
genetics 157 
Oxidoreductase pyruvate ferredoxin Clostri= 
dium 2657 
Oxidoreductase thiol protein disulfide 7163 
Oxoestrenyl acetate ketosteroid isomerase 
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Oxohydroxyarginine Streptomyces arginine 
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Oxygen deficiency heart alanine formation 
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Oxygen deuterohemoglobin binding 4225 

Oxygen equil blood Adair equation 2331 

Oxygen exchange carbonic anhydrase me= 
chanism 3332 

Oxygen exchange chloroplast photophospho= 
rylation 6769 

Oxygen Hb binding pressure 4102 

Oxygen Hb carbonyl compd sickling 8542 

Oxygen Hb subunit carbon dioxide 2952 

Oxygen interaction myoglobin Hb 4882 

Oxygen neonate lung superoxide dismutase 


Oxygen proton membrane energy Escherichia 
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Oxygen reaction Hb conformation 7538 
Oxygen singlet formation myeloperoxidase 
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Oxygen singlet NADPH photooxidn 8554 
Oxygen singlet oxidn liposome erythrocyte 
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Oxygenase heme liver 5900 

Oxygenase heme liver cobalt 219 

Oxygenase indoleamine kinetics mechanism 
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Oxygenase indoleamine superoxide intestine 
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Oxygenase ketone Pseudomonas 8561 
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8344 
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evelopment 4354 
Oxygenation Hb S aggregation 7468 
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Oxyhemoglobin dissocn erythrocyte 2331 

Oxyhemoglobin oxidn hydroxylamine phosp= 
hate 6105 

Oxyhemoglobin photolysis superoxide meth= 
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Ozone inactivation ATPase erythrocyte 
membrane 8537 

Palmitate acylglycerophosphate Mycobacter= 
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Palmitate bilirubin reaction albumin 7483 

Palmitoylcarnitine mitochondria pyruvate 
dehydrogenase 1552 
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Pancreas amylase messenger RNA 5522 

Pancreas elastase detn serum 61 

Pancreas glucagon property 1847 

Pancreas hexose metab insulin release 8519 

Pancreas microsome mannosyltransferase 
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Pancreas phospholipase A2 sequence 1189 

Pancreas RNA development embryo 7391 

Pancrease glycolipid glucosyltransferase 
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deriv 6776 

Paracoccus protein iron sulfur 7826 

Paraffin lecithin microviscosity 7500 

Paraquat superoxide dismutase Escherichia 


Parasympatholytic acetylcholine receptor 
4811 

Parasympathomimetic acetylcholine receptor 
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Parathormone binding kidney membrane 
1071 
Parathormone receptor kidney membrane 
1079 
Parathormone structure 8261 
Parathyroid hormone inhibitor 5847 
Parathyroid hormone receptor kidney 1071 
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Parotid adrenergic receptor 5472 

Parotid calcium transport adrenergic choli= 
nergic 3629 

Parotid potassium release e' oe 5478 

Parvalbumin regulation cyclic AMP phos= 
phodiesterase 5609 

Parvalbumin structure 2834 

Patella acetylgalactosaminidase 5194 

Pea cellulase substrate specificity 1402 

Pea hydroxylase indole hydroperoxide 6118 

Pea microsome hemoprotein 199 

Penicillamine collagen crosslinking 254 
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Penicillinase releasing protease Bacillus 
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Penicillium mannosyltransferase glycopep= 
tide formation 2187 
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1589 


Pepsin substrate pepsinogen activation 
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Pepsinogen activation pepsin substrate 
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Pepsinogen crystal structure 8728 

Pepstatin protease liver lysosome 7511 

Pcptidase PZ chick embryo 4855 
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3252 
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Peptide phosphorylase kinase specificity 
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Peptide sequence blood platelet factor 6276 
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Peptide sequence cytochrome b5 8549 
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Pyruvoyl residue Saccharomyces adeno= 
sylmethionine decarboxy 8212 

PZ peptidase chick embryo 4855 

Rabbit parvalbumin structure 2834 

Radical ribonucleotide reductase 536 

Radioassay myofibril protein turnover 3430 

— protein polyacrylamide gel 


6510 

Radiolabel sialoglycoprotein 5888 

Rat liver dehydrogenases phenobarbital 
correction of page 6169 9081 

Rat resistance warfarin 6260 

Reaction endonuclease Escherichia plasmid 
451 

Receptor acetylcholine muscle 2143 

Receptor acetylcholine parasympatholytic 


Receptor acetylcholine structure muscle 
8589 


Receptor adrenergic adenylate cyclase 799 

— tor oe adenylate cyclase lym= 
oma 5761 5776 

Rentpeen adrenergic heart thyroxine 2787 

Receptor adrenergic parotid 5472 

Receptor adrenergic parotid potassium 


Receptor adrenergic prostaglandin gene 
expression 1293 

Receptor aryl hydrocarbon hydroxylase 
8981 


Receptor beta adrenergic binding nucleotide 
7207 


Receptor cell disulfide hybrid protein 1505 

Receptor cholinergic agonist interaction 
kinetics 7648 

Receptor cholinergic nerve bungarotoxin 
8629 


Receptor estradiol kinetics 8856 

Receptor estrogen mammary neoplasm 

Receptor estrogen oviduct nucleus 2060 

Receptor estrogen transforming factor pro= 
teinase 1358 

Receptor estrogen uterus nucleus 6823 


Receptor fibroblast lipoprotein arginine 
7279 


Receptor FSH testis 4166 
Receptor glucagon adenylate cyclase liver 
59. 


Receptor glucagon adenylate cyclase regula= 
tion 5942 
Receptor glucagon liver GTP 2790 
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Receptor glucocorticoid inactivation enzyme 
7568 


Receptor glucocorticoid lymphocyte phyto= 
hemagglutinin 2972 

Receptor glucocorticoid thymocyte reactiva= 
tion 7579 

Receptor gonadotropin corpus luteum 8869 

Receptor IgE cell membrane 704 

Receptor oulie hagfish adipocyte 602 

a insulin lymphocyte membrane 

8 


Receptor LH subunit testis 522 

Receptor LH testis 9002 

Receptor lipoprotein cholesterol steroid 
adrenal 4861 

Receptor lipoprotein interaction fibroblast 

Receptor membrane detection 1566 

Receptor multiplication stimulating activity 


Receptor muscarinic cholinergic heart thyroid 


Receptor muscarinic heart embryo 8692 
Receptor neurotensin mast cell 7174 7180 
Receptor noradrenergic brain 6450 
Receptor parathormone kidney membrane 


Receptor parathyroid hormone kidney 1071 
Receptor prostaglandin guanine nucleotide 
5295 


Receptor steroid activation inhibitor 858 
Receptor subunit progesterone oviduct 299 
308 


Receptor tetanus toxin thyroid membrane 
404 

Receptor triiodothyronine liver nucleus 
6799 


Receptor triiodothyronine pituitary growth 
hormone 6052 

Redn metmyoglobin dithionite 4038 

Redn oxidn protein catalyst 5612 

Redox cytochrome P450 carbon monoxide 
4755 


Redox protein redn deazariboflavin 5612 

Reductase adrenodoxin ferricyanide cyto= 
chrome 2908 

Reductase aldehyde liver 2545 

Reductase aldehyde liver NADP 3821 

Reductase coenzyme leukocyte cholesterole= 
mia 644 

Reductase cytochrome b5 phospholipid 
vesicle 

Reductase cytochrome P450 structure 437 

Reductase dihydrofolate sulfhydryl Escheric= 
hia 6871 

Reductase dihydrofolate trimethoprim plas= 
mid 2319 

Reductase ferredoxin nitrite spinach 896 

Reductase flavin Beneckea 7495 

a glycine selenoprotein Clostridium 


Reductase hdyroxymethylglutaryl CoA liver 
stero! 

Reductase hydroxymethylglutaryl CoA adre= 
nal lipoprotein 1771 

Reductase hydroxymethylglutaryl CoA cho= 
lestyramine 6145 

Reductase hydroxymethylglutaryl CoA inhi= 
bitor 1561 

Reductase hydroxymethylglutary! CoA liver 
5852 


Reductase hydroxymethylglutaryl CoA liver 
lipoprotein 2726 

Reductase hydroxymethylglutaryl CoA regu= 
lation 8924 

Reductase hydroxymethylglutaryl coenzyme A 
hepatoma 950 

Reductase hydroxymethylglutary! induction 

lucocorticoid 3272 

Reductase hydroxymethylglutary! liver keto= 
cholesterol 5186 

—— methylacetoacetate nematode 
421 


a methylglutaryl fatty acid liver 

Reductase NADH CoQ arylazidoalanine 
N 8990 

Reductase nitrate Escherichia membrane 
1696 


Reductase propionyl CoA Ascaris 4215 

Reductase ribonucleoside diphosphate purifn 
detn 6132 

Reductase ribonucleotide radical Escherichia 


Reductase thioredoxin glutathione purifn 
6367 


Reductase thioredoxin liver thymus 4600 
Reduction 

See also Redox 
Release factor ribosome binding RNA 4435 
Release factor ribosome reticulocyte 4514 
Renin mol form sulfhydryl 7733 


Renin purifn property kidney 2978 

Reovirus messenger RNA ribosome 7842 

Reovirus messenger RNA ribosome site 
6895 

Replication DNA virus fd 2534 

Replication mitochondrial DNA polymerase 
7888 


Replication site DNA virus 333 
Replication site DNA virus SV40 355 
Repressor Cro protein 6177 
Repressor lactose conformation inducer 
3572 
Repressor lactose inducer DNA 3565 
Repressor lactose spectra nitrophenol 3153 
Resistance rat warfarin 6260 
Resorption alanine kidney 583 
Resorption proline kidney 591 
Respiration adi > insulin 2226 
Respiration hy ybutyrate lipid formation 
development 5222 
—— thymocyte glucose transport 
4 


wae A control cytochrome oxidase 

iposome 6981 

Respiratory enzyme phospholipid interaction 
3194 


Restriction endonuclease detn 3176 

Restriction end lease DNA seq € 
recognition 7273 

Restriction endonuclease Haemophilus DNA 
cleavage 7300 

Reticulocyte initiation factor E4 E6 5798 

Reticulocyte protein biosynthesis enzyme 

738 





Reticulocyte ribosome release factor 4514 

Reticulocyte translation RNA methylguano= 
sine 1181 

Retina cell adhesion protein 6841 

Retina dolichyl phosphate mannose hydro= 
genation 5619 

Retina eye retinol transport 5216 

Retina polyprenyl phosphate mannosyltrans= 
ferase specificity 5622 

Retina retinal binding protein 3267 

Retinal binding protein retina 3267 

Retinoic acid transport eye retina 5216 

Retinoid phosphorylated reaction GDP 
mannose 2575 

Retinol transport eye retina 5216 

Reverse transcriptase active site 1425 

— transcriptase binding protein virus 

3 


Reverse transcriptase interaction RNase 
7783 


Reverse transcriptase leukemia virus 11 

Reverse transcriptase sarcoma virus 2281 

- transcriptase virus binding RNA 
6878 


> oo ornithine carbamoyltransfer= 


Rhesus li lipoprotein apoAll assocn 6745 
Rhesus Monkey plasma lipoproteins correc= 

tion of page 6745 9082 

Rhodopseudomonas aminolevulinate syn= 
thase structure 2278 

-— 7 ribulose bisphosphate 
carboxylase 

Rhodopsin structure eye disk membrane 
8092 


Rhodopsin structure light 8101 

Rhodospirillum chromatophore coupling 
factor ATPase 8747 

a wr ferredoxin chromatophore 


453 
Rhodospirillum succinate dehydrogenase 
1 


Ribonucleoprotein formation ribosome pro= 
tein 721 

Ribonucleoprotein HeLa cell RNA correction 
of page 5888 2161 

Ribonucleoprotein liver 7307 

Ribonucleoprotein messenger protein assocn 


Ribonucleoprotein polyadenylate nucleus 
neoplasm 11 

Ribonucleoside diphosphate reductase purifn 
detn 6132 

Ribonucleotide polymerase Histoplasma 


Ribonucleotide reductase radical Escherichia 
Ribose phosphate pyrophosphokinase assocn 
3919 


Ribosomal initiation complexes Escherichia 
coli correction of page 1739 9081 

Ribosomal pan gene Escherichia Charon 
phage 7344 

Ribosomal protein gene Escherichia lambda 
phage 7323 

Ribosomal protein gene mapping Escherichia 


7365 
Ribosomal RNA animal cell purine 5350 





9114 


Ribosomal RNA Dictyostelium 3952 
Ribosomal RINA formation Eschericia 3064 
Ribosomal RNA formation histidinol 5251 
Ribosomal RNA maturation endonuclease 


Ribosome dissocn equil polyamine 652 
Ribosome formylmethiony] transfer RNA 
3941 


Ribosome messenger RNA reovirus 7842 
Ribosome messenger RNA site reovirus 
6895 
aan protein accessibility polyribosome 
54 


Ribosome protein gene Escherichia 7337 
- protein gene promoter Escherichia 
55 


Ribosome protein liver 3961 9071 
——— protein nomenclature evolution 


Ribosome protein phosphorylation ethionine 
62 


Ribosome protein ribonucleoprotein forma= 
tion 721 

Ribosome release factor binding RNA 4435 

Ribosome release factor reticulocyte 4514 

Ribosome RNA binding chloride 4007 

——— RNA gene map Saccharomyces 


1 
Ribosome RNA gene map sequence 8126 
ae RNA gene yeast organization 


656 
Ribosome RNA Thermus sequence 4256 
Ribosome transfer RNA androgen 5692 
-¥ virus fibroblast protein formation 


640 

Ribosyltransferase ADP arginine choleragen 
mechanism 2455 

Ribulose bisphosphate carboxylase oxygenase 
inhibition 8344 

Ribulose bisphosphate carboxylase Rhodop= 
seudomonas 

Rifampicin resistance RNA polymerase 
- unit 9024 


See also Meseognt RNA, Nucleic acids, 
Ribosomal RNA, and Transfer RNA 
RNA adenovirus terminal sequence 9032 


9043 
RNA bacteriophage Qbeta S1 site 5177 
RNA binding reverse transcriptase virus 


6878 
RNA deoxynucleotide kinase formation 
2304 


RNA DNA avian sarcoma virus correction 
of page 6878 , 8773 

RNA DNA chromatin 2630 

RNA double stranded nuclease 4092 
RNA embryo heart differentiation 6521 
RNA Escherichia membrane phospholipid 


4487 
7 a prostaglandin formation 
4 


RNA formation Achlya antheridiol 8812 
RNA formation Cro protein 6177 

RNA formation DNA cellulose deriv 5615 
RNA formation liver aflatoxin B1 3245 
RNA —_ termination factor 1375 


138 
RNA formylmethiony] protein formation 
mitochondria 2519 
RNA heterogenous nuclear protein 7307 
RNA rts transfer collagen formation 


RNA ligase bacteriophage T4 1732 

RNA ligase phage T4 3987 

RNA messenger amylase pancreas 5522 
RNA messenger blastokinin uterus 5412 
—_ Cael conalbumin oviduct estrogen 


RNA messenger cyclic AMP 655 
RNA messenger fetoprotein 8469 
=e globin affinity chromatog 


RNA messenger globin cloning DNA 2209 

RNA messenger globin DNA 1908 

RNA messenger globin sequence 3446 5019 
5032 5040 

RNA messenger globin structure 1758 1764 

a ge globin translation 2684 


RNA messenger glutamine synthetase 3028 
RNA messenger histone 173 

RNA messenger histone HeLa 166 

RNA messenger immunoglobulin translation 


RNA messenger phosphoenolpyruvate car= 
boxykinase translation 8398 

RNA messenger prepn globin 2182 

RNA messenger protamine trout 1386 

RNA messenger protein formation factor 


RNA messenger purifn immunosorption 
6666 
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RNA messenger reovirus ribosome 7842 

RNA messenger reovirus ribosome site 6895 

RNA messenger translation albumin 1272 

RNA messenger translation methylguanosine 
1181 


RNA messenger translation virus 8804 
RNA messenger translation vitellogenin 
8320 


RNA messenger virus SV40 368 

RNA messenger vitellogenin estradiol 8310 

RNA messenger vitellogenin estrogen 7913 
8428 

RNA messenger vitellogenin Xenopus 5244 

RNA pancreas development embryo 7391 

RNA polyadenylate protein assocn 3525 

RNA polymerase adenovirus transcription 
8753 


RNA polymerase assocn RNase H 8848 

RNA polymerase Caulobacter 4157 

RNA polymerase Cibacron blue F3GA 5724 

RNA polymerase DNA heparin 5403 

RNA polymerase erythroid cell 273 

RNA polymerase II phosphorylation dephos= 
phorylation 6750 

RNA polymerase III adenovirus 8762 

RNA polymerase mutation sporulation Bacil= 
lus 268 

RNA polymerase phage T3 6485 

RNA polymerase phosphorylation 3082 

RNA polymerase priming oligoribonucleotide 
8498 


RNA polymerase subunit rifampicin resis= 
tance 9024 

RNA polymerase uterus estradiol 1092 
4607 


RNA polymerase vaccinia virus 6930 
RNA promoter adenovirus sequence 9047 
RNA ribosomal animal cell purine 5350 
RNA ribosomal Dictyostelium 3952 

RNA ribosomal formation Eschericia 3064 
RNA ribosomal formation histidinol 5251 
RNA ribosomal maturation endonuclease 


RNA ribosome binding chloride 4007 
— aes gene map Saccharomyces 
11 


RNA ribosome gene map sequence 8126 
RNA ribosome gene yeast organization 


6562 
RNA ribosome release factor binding 4435 
RNA ribosome Thermus sequence 4256 
RNA Saccharomyces virus like particle 


9010 
RNA sequence analysis enzyme 6885 
RNA transfer adenine methyltransferase 
liver 4790 
RNA transfer aminoacyl synthetase 1002 
RNA transfer aminoacylation anticodon 
3 


RNA transfer androgen prostate 5692 
RNA transfer arginine bacteriophage T4 
8254 


a Ste arginine nucleotide sequence 
4 


RNA transfer cytidine deamination 2566 
RNA ae Dictyostelium development 


69: 

RNA transfer fluorine NMR 4418 

RNA transfer formylmethionine aminoacyla= 
tion 814 

RNA transfer formylmethiony] ribosome 


3941 

RNA transfer glycine collagen formation 
2447 

RNA transfer methiony! binding protein 
3843 


RNA transfer phage T even 4935 
RNA transfer precursor Escherichia 2311 
RNA transfer pseudouridine Escherichia 


RNA transfer reaction bisulfite 2551 

RNA transfer synthetase aminoacyl mechan= 
ism 2698 

RNA transfer synthetase yeast 878 

RNA transfer valine anticodon 471 

RNA transfer valine Saccharomyces 2560 

RNA translation inhibitor leukemia 2106 

RNA translation methylguanosine initiation 
factor 8489 

RNA tumor virus structural protein 7818 

RNA U1 sequence hepatoma 3814 

RNA vaccinia virus 866 872 

RNase brain action pattern 6416 

RNase complementation barnase peptide 


3252 
— double strand specificity thymus 
4 


RNase double stranded RNA 4092 

RNase Escherichia 8950 

RNase H assocn RNA polymerase 8848 

RNase heterosaccharide conformation stabil= 
ity 8358 
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RNase HI DNA binding 8934 

RNase II Escherichia 8945 

RNase inhibitor placenta 5904 

wap Stenaetion reverse transcriptase 


RNase mechanism lysine 663 

RNase S active site histidine 6991 

RNase S crystal structure 5599 

Rubredoxin immobilization 2390 

Saccharide lipid ovalbumin formation 1007 

Saccharides 

See also Carbohydrates, Monosaccharides, 

Polysaccharides, Pyranoses, and Sugars 

Saccharomyces adenosylmethionine decarb= 
oxylase pyruvoyl residue 8212 

Saccharomyces amino acid methylamine 
ammonia transport 3599 

Saccharomyces galactokinase 1162 

eae galactose metab glucose 


Saccharomyces invertase structure subunit 
4409 


Saccharomyces mitochondria ATPase inhibi= 
tor 671 

Saccharomyces phospholipid inositolless 
death 8684 

a - wan ribosome RNA gene 6562 


Saccharomyces ribosome RNA gene map 
8 

Saccharomyces RNA virus like particle 
9010 


Saccharomyces transcription protein forma= 
tion 1344 

Saccharomyces valine transfer RNA 2560 

Salivary fucosylgalactose acetylgalactosamin= 
yltransferase 2338 

Salmo protamine gene 8062 

Salmon lactate dehydrogenase isoenzyme 
regulation 5708 

Salmonella ketodeoxyoctonate phosphate 
synthetase gene 4895 

£almonella lipid A precursor 4904 

Salmonella membrane phospholipid translo= 
cation 7405 

Salmonella methyltransferase glutamyl pro= 
tein 2793 

Salmonella periplasmic space 7850 

Salmonella phospholipid vesicle 7398 

— phosphoprotein phosphatase 

1 


Salmonella phosphoribosylpyrophosphate 
synthetase 8504 

Salmonella sugar transport membrane mu= 
tant 7862 

Sarcoma virus DNA — 2281 2290 

Sarcoma virus fibroblast collagen 8863 

Sarcoma virus lipid fibroblast 6190 

Sarcoplasmic reticulum ATPase 3044 

Sarcoplasmic reticulum ATPase development 


Sarcoplasmic reticulum ATPase mercapto 
52 

Sarcoplasmic reticulum calcium permeability 
1950 


Sarcoplasmic reticulum calcium transport 
994 1938 4210 
Sarcoplasmic reticulum calcium transport 


temp 8567 

ar reticulum methylene ATP 
3262 

Sarcoplasmic reticulum muscle relax»tion 
1620 


Sarcoplasmic reticulum protein aminophos= 
pholipid localization 8446 

Scattering 

See also Light scattering 

Schiff reaction Hb sickling 8542 

Schizophyllum protease 8435 

Schizosaccharomyces mitochondria gene 
phosphorylation 5716 

Schizosaccharomyces potassium transport 
Dio9 4577 

Scorpion toxin activation sodium ionophor 


Scorpion toxin binding sodium ionophore 
8660 


Sea urchin egg concanavalin A 1286 
Secondary structure 

See also Conformations 
Selenoprotein glycine reductase Clostridium 


Sequence SV40 virus DNA RNA 340 

Serine aspartokinase homoserine dehydroge= 
nase 5332 

Serine brain phospholipid formation 260 

er oglycerate dehydrogenase 
1 

Serum albumin folding 4521 

Serum albumin immunol polyethylene glycol 


8 
Serum alphal microglobulin 8048 
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Serum angiotensin converting enzyme 1316 

Serum component binding TSH 7967 

Serum DNA binding protein 1881 

Serum ela: ‘ase pancreas detn 61 

Serum galactosyltransferase cancer 1807 

Serum ffpoprotein centrifugation 1728 

Serum opsin glycoprotein 7156 

Serum prealbumin 5107 

Sheep LH subunit dissocn reassocn 5280 

Sialate blood coagulation factor VIII 5538 

Sialate glycoprotein membrane labeling 
5888 


Sialic acid calcium binding 4533 

Sialidase brain synaptic membrane 2412 

Sialo group agglutinin galactose liver 8624 

—* ipid synaptic membrane sialidase 
241 


Sialoglycoprotein radiolabel 5888 
Sialoglycoprotein synaptic membrane siali= 
dase 2412 
Sialyltransferase colostrum affinity chroma= 
2356 


Sialyltransferase galactoside colostrum 
2363 
— we sponge aggregation factor 


Sickie H Hb pe 3414 
Sickling Hb carbonyl compd oxygen 8542 
Simian virus fibroblast protein formation 


Sindbis virus 4 eee fibroblast 2621 
Singlet oxygen formation myeloperoxidase 
4803 


Singlet oxygen NADPH photooxidn 8554 
—_ = oxygen oxidn liposome erythrocyte 
1 


Sipunculan worm myohemerythrin structure 
3012 


Skin fibroblast hydrolase 825 

Skin glycosaminoglycan 6861 

Skin lysyl oxidase aneurysm 939 

Skin protein newborn tonofilament 2127 
Skin stratum corneum glutamyllysine 1837 
Slime mold cyclic AMP pseudoplasmodia 


4073 
Snake venom phosphodiesterase endonu= 
clease activity 8652 
Sodium alanine transport kidney 583 
Sodium amino acid transport 1990 
— calcium transport heart veratridine 
112 
—-. erythrocyte permeability protein 


Sodium ionophore neurotoxin activation 
8669 

Sodium ionophore scorpion toxin binding 
8660 


Sodium potassium transport ATPase lipo= 
some 5630 

Sodium proline resorption kidney 591 
Solanum vitamin D3 deriv 2580 

Soly cyclic AMP 864 

——- trypsin inhibitor crystal structure 


Spectra 
See also NMR, Circular dichroism, Differ= 

ence, Electronic, EPR, Fluorescence, IR, 
Luminescence, Mass spectra, NMR, 
Phosphorescence, Raman 

Spectra heme compd pressure 4098 

Spectra tryptophan cytochrome c 6577 

——_ assocn erythrocyte membrane 

53 


Spectrin crosslinking erythrocyte membrane 
calcium 6617 

Sperm mitochondria pyruvate metab 1309 

—— yee adenylate energy charge 


Sperm proacrosin purifn activation 1888 

Sperm pyruvate metab epididymis 1303 

Spermidine hydrogen peroxide adipocyte 
560 


Spermidine ribosome dissocn equil 652 

Spermine hydrogen peroxide adipocyte 560 

Sphingomyelin lecithin phase diagram 4449 

Sphingomyelinase brain 3805 

Spin form cytochrome c ESR 574 

Spinach ferredoxin nitrite reductase 896 

Spirochaeta on omy me mannitol 
phosphotransferase 

Spleen acid phosphatase leukemia 3371 

— Gaucher glucocerebrosidase activator 


oni sialyltransferase aggregation factor 


Sporulation Bacillus RNA polymerase muta= 
tion 268 

Squalene epoxidase activator protein 5381 

Squalene formation liver 4667 

Squid chondroitin sulfate E structure 4570 

Staphylococcal nuclease hybridization con= 
formation 125 
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Staphylococcus nuclease precursor 6544 
Staphylococcus toxin conformation stability 


Starvation glucagon liver membrane 7434 
Statherin peptide sequence 1689 
Stereochem dTDP glucose dehydratase 
8113 
Steroid adrenal cholesterol lipoprotein recep= 
tor 4861 
Steroid receptor activation inhibitor 858 
Steroidogenesis adenosine adeny] cyclase 
687 


Sterol formation cell DNA 409 

Sterol formation inhibition cholestene 8975 

Sterol formation liver 4667 

Sterol formation organ lipoprotein 3652 

Sterol hdyroxymethylglutary! CoA reductase 
liver 1057 

Sterol leukocyte hypercholesterolemia 644 

Sterol oxidase liver 5852 

Stomach glucagon property 1847 

Stomach mucosa metab acid secretion 8572 

Streptococcus citrate lyase prosthetic 6061 

Streptococcus transport vitamin B6 835 

Streptokinase plasminogen activation 492 

Streptokinase plasminogen activator 1141 

Streptomyces acetylated methylmannose 
polysaccharide 2470 

Streptomyces arginine metab azomycin 
5267 


Streptom en eaeetepaammnaiaans 
specificity 
Stress cholecterel | Remit organ 3646 
— activity neurotensin receptor 
1 


Structure copper glycyl alaninato mol 8840 
Structure invertase Saccharomyces subunit 


4409 
Structure lactate dehydrogenase dogfish 
1799 


Structure NADPH cytochrome P450 437 

Structure ovotransferrin fractionation 5437 

Structure transcarboxylase electron micros= 
copy 1 

Structure transcarboxylase subunit 1490 

Submaxillary gland mucin purifn structure 


Subtilisin structure charge relay system 
8875 


Subunit aspartate transcarbamylase confor= 
mation 2881 

Subunit ATPase Rhodospirillum chromato= 
phore 8747 

Subunit HLA antigen disulfide structure 
4694 


Subunit interaction malate dehydrogenase 
5 
Subunit luciferase biosynthesis Beneckea 


803 

Subunit —_ prceamed erythrocyte 
structure 3515 

Subunit protein kinase animal tissue 1441 

Subunit RNA ‘ o_o rifampicin resis= 
tance 9024 

Subunit sepn tryptophan synthase Escheric= 
hia 6594 

Succinate aspartate transcarbamylase bind= 
ing 2262 

Succinate dehydrogenase mitochondria mem= 
brane 1582 

Succinate dehydrogenase purifn 6963 

—_ dehydrogenase Ghodespifiian 

1 


Succinyl CoA ketoacid coenzyme A correction 
of page 1708 1127 

Succinyl CoA synthetase manganese 1957 

Sucrase intestine metaplasia 3277 

Sugar phosphotransferase phosphoenolpyru= 
vate bacteria 8899 

Sugar polyprenyl phosphate hydrogenation 
catalyst 5619 

ee Escherichia 


Sugar transport Salmonella membrane mu= 
tant 7862 

Sulfate manganese glycogen synthase 3240 

— thyroid hormone hepatocarcinoma 


Sultry preenits reductase Escheric= 
Sulfhydryl thas dehydrogenase dissocn 


6038 
Sulfhydryl modification pyridine nucleotide 
a ee ape 4552 
Sulfhydryl renin mol form 7733 
ee thymidylate synthetase active 
ite 6139 
Sulfhydrylase acetylserine kinetics mechanism 


3 
Sulfhydrylase plant homocysteine formation 
3436 


Sulfite oxidase heme molybdenum 2017 


9115 


Sulfite oxidase reconstitution molybdate 
4988 


Sulfite oxidase reconstitution molybdenum 
cofactor 4994 

Sulfotransferase estrone inhibition adrenal 
7214 

Sulfur iron protein structure 7802 

Sulfur protein formation tobacco 1858 

Sulfurylase ATP tobacco nitrogen 1858 

Superhelix density detn DNA 291 

Superoxide dismutase copper tyrosine com= 
plex 506 

Superoxide dismutase lung neonate oxygen 


3 
Superoxide dismutase paraquat Escherichia 


7667 

Superoxide dismutase Porphyridium 6421 

Superoxide indolamine dioxygenase mechan= 
ism 3548 

Superoxide indoleamine dioxygenase complex 
4627 


Superoxide indoleamine dioxygenase intes= 
tine 

Superoxide oxidn liposome Hb erythrocyte 
6721 


Superoxide oxyhemoglobin photolysis 1226 
Surface sheath Dictyostelium development 


$V40 virus DNA defective hybrid 5115 
SV40 virus DNA RNA sequence 340 
SV40 virus DNA sequence 333 355 368 
S$V40 virus monkey DNA 5124 
Synapse glycoprotein brain 786 
Synaptic membrane brain sialidase 2412 
Synaptosome membrane protein 3862 
Synaptosome protein kinase brain 5164 
Synaptosome protein phosphorylation calcium 
transport 2764 
Synthase aminolevulinate liver hormone 
2428 


Synthase aminolevulinate Rhodopseudomo= 
nas structure 2278 

Synthase citrate interaction hydroxycitrate 
isomer 7583 

—_ glucose bisphosphate regulation 
4 


Synthase glutamate amination ketoglutarate 
3501 
—- glycogen inhibition palmityl CoA 
1 


Synthase glycogen manganese sulfate 3240 

Synthase glycogen protein kinase 7517 

Synthase guanylate azide activation 4384 

Synthase iydroxymethyiglutary CoA kinet= 
ics 1414 

Synthase inositol phosphate mechanism 
5672 7221 


Synthase isopropylmalate CoA binding 
4085 


Synthase porphobilinogen active site mer= 
capto 8964 

Synthase pyruvate lyase Clostridium 2657 

—- tryptophan Escherichia mutant 
4 


Synthase tryptophan subunit sepn Escheric= 
hia 6594 


Synthetase acetyl CoA Entamoeba 726 

Synthetase acetyl CoA yeast 504 

Synthetase acetylglutamate Escherichia 
3295 


Synthetase adenosylmethionine yeast 4506 

Synthetase aminoacy! transfer RNA mechan= 
ism 2698 

Synthetase aminoacyl tRNA biol transport 
7427 


Synthetase aminoacyl tRNA mechanism 
1002 


Synthetase aminoacyl tRNA yeast 878 

Synthetase argininosuccinate kinetics 5287 

Synthetase carbamyl phosphate adenosine 
polyphosphate 3558 

—" carbamyl phosphate complex 


Synthetase chitin Mucor chitosome 3338 

Synthetase choloyl CoA fatty acid 1167 

Synthetase dihydroneopterin triphosphate 
liver 5750 

Synthetase fatty acid liver 4242 

Synthetase fatty acid liver embryo 7015 

Synthetase fatty acid mechanism Mycobac= 
terium 5745 

Synthetase fatty acid mechanism polysac= 
charide 5740 

Synthetase fatty acid Mycobacterium 5735 

Synthetase formyltetrahydrofolate complex 
liver 1117 

Synthetase glutamine kinetics mechanism 
6046 


Synthetase glutamine messenger RNA 3028 

Synthetase glutamine Neurospora 8724 

Synthetase glutamylcysteine aminooxochlo= 
ropentanoate 2606 





9116 


Synthetase glutamylcysteine liver 2599 

Synthetase GMP glutamine site 5431 

Synthetase ketodeoxyoctonate phosphate 
gene Salmonella 4895 

Synthetase methiony] transfer RNA 6403 

Synthetase + erm Escherichia 
property 3 

Synthetase 0. 

onella 8504 

Synthetase enero 
subunit 391 

Synthetase phosphoribosyipyrophosphate 
subunit assocn 

Synthetase es pyro= 
phosphate tomato 1523 

Synthetase —. diphosphoribose 
nucleus liver 7000 

Synthetase prostaglandin endoperoxide 
induction benzopyrene 6591 

—— pseudouridine transfer RNA 

6310 


Synthetase succinyl CoA manganese 1957 
—- thromboxane bl platelet 


me. a thymidylate leukemia 7697 

Synthetase thymidylate sulfhydryl active 
site 6139 

Synthetase transfer RNA Dictyostelium 


4 
Synthetase valyl tRNA modification bacter= 
iophage 6646 
— valyl tRNA modification factor 


, T even bacteriophage zinc baseplate 7715 
Tartrate resistant phosphatase spleen leuke= 
mia 3371 
Tautomerization histidine myoglobin NMR 


Teichuronic formation Micrococcus cell wall 
3 


Teichuronic intermediate Micrococcus cell 
wall 3460 

Temp desaturase Bacillus 3660 

ee — reticulum calcium trans= 


oes n procollagen metab 8391 

Terminal cisterna muscle 5565 

Testis cyclic nucleotide phosphodiesterase 
protein 8415 

Testis FSH receptor 4166 

Testis LH receptor 9002 

Testis LH subunit receptor 522 

Testis protein kinase inhibitor 6322 

Testis steroidogenesis adenosine 687 

Testosterone LH receptor testis 9002 

Tetanus toxin ganglioside binding 194 

Tetanus toxin structure 187 

Tetanus toxin thyroid membrane interaction 


4 
Tetrahymena carbon dioxide leucine lipid 
3402 


Tetrahymena cytosol ATPase 7548 

Tetrahymena glycolysis model 1589 

— alk phosphatase conformation 
4 


Thermodn electrochem proton gradient 
mitochondria 8459 

Thermodn electron transport 8455 

Thermodn troponin C calcium binding 
2452 


Thermolysin active site carboxypeptidase A 
7704 

a alk phosphatase phosphodiesterase 
3 


Thermus ribosome RINA sequence 4256 

thioether linkage cytochrome c552 4767 

Thiogalactoside transport energy coupling 
8582 


Thiol enzyme photolabel reagent 4293 
Thiol protein disulfide oxidoreductase 7163 
Thionein I sequence liver 8217 
Thioredoxin reductase liver thymus 4600 
Thioredoxin reductase purifn 6367 
Threonine aspartokinase homoserine dehyd= 
rogenase 5332 
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Nucleotide sequence of a fragment of SV40 DNA that 
contains the origin of DNA replication and specifies the 
5’ ends of “early” and “late” viral RNA. I. Mapping of 
the restriction endonuclease sites within the EcoRII-G 
fragment and strategy employed for its sequence analy- 
sis. 

Kiranur N. Subramanian, Ravi Dhar, and Sherman M. 
Weissman 


Nucleotide sequence of a fragment of SV40 DNA that 
contains the origin of DNA replication and specifies the 
5’ ends of “early” and “late” viral RNA. II. Sequences of 
T, and pancreatic ribonuclease digestion products of 
_ transcripts prepared from subfragments of EcoRII- 


Kiranur N. Subramanian, Ravi Dhar, Sherman M. 
Weissman, and Prabhat K. Ghosh 


Nucleotide sequence of a fragment of SV40 DNA that 
contains the origin of DNA replication and specifies the 
5’ ends of “early” and “late” viral RNA. III. Construc- 
pay of the total sequence of EcoRII-G fragment of SV40 
A. 
Kiranur N. Subramanian, Ravi Dhar, and Sherman M. 
Weissman 


Nucleotide sequence of a fragment of SV40 DNA that 
contains the origin of DNA replication and specifies the 
5’ ends of “early” and “late” viral RNA. IV. Localization 
of the SV40 DNA complementary to the 5’ ends of viral 
mRNA. 

Ravi Dhar, Kiranur N. Subramanian, Julian Pan, and 
Sherman M. Weissman 


Removal of the projections from cytoplasmic micro- 
tubules in vitro by digestion with trypsin. 
Richard B. Vallee and Gary G. Borisy 


Microtubular proteins of Chlamydomonas reinhardtii. 
An immunochemical study based on the use of an anti- 
body specific for the B-tubulin subunit. 

Gianni Piperno and David J. L. Luck 


Comparison of mRNA binding by Met-tRNA,; binding 
protein and mRNA-associated proteins. 
Alice Barrieux and Michael G. Rosenfeld 


COMMUNICATIONS 


Purification from Acanthamoeba castellanii of proteins 
that induce gelation and syneresis of F-actin. 
Hiroshi Maruta and Edward D. Korn 


poem equivalence in reaction of nitric oxide with hemo- 
globin. 
Rus Hille, Graham Palmer, and John S. Olson 


ADDITIONS AND CORRECTIONS 


Protein degradation in human fibroblasts (WI-38). Ef- 
fects of aging, viral transformation, and amino acid 
analogs. Vol. 251 (1976) 3521-3529. 

Matthews O. Bradley, Leonard Hayflick, and Robert T. 
Schimke 


Hemocyanin of the horseshoe crab, Limulus polyphemus. 
Structural differentiation of the isolated components. 
Vol. 251 (1976) 7644-7648. 

Bolling Sullivan, Joseph Bonaventura, Celia Bonaven- 
tura, and Gerald Godette 
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Consequences of blocked sterol synthesis in cultured cells. 
DNA synthesis and membrane composition. 
Andrew A. Kandutsch and Harry W. Chen 


Cytochrome c turnover in rat skeletal muscles. 
Frank W. Booth and John O. Holloszy 


Isolation and physical characterization of hyaluronic acid 
prepared from bovine nasal septum by cetylpyridinium 
chloride precipitation. 

Robert L. Cleland and Anne P. Sherblom 


Studies on the kinetic mechanism of oxidative phos- 
phorylation. 

Sheldon M. Schuster, Gregory D. Reinhart, and Henry 
A. Lardy 


pH-dependent conformational states of horse liver alcohol 
dehydrogenase. 

John K. Wolfe, Charles F. Weidig, Herbert R. Halvorson, 
Joseph D. Shore, David M. Parker, and J. John Holbrook 


NADPH-cytochrome P-450 reductase. Circular dichroism 
and physical studies. 

John A. Knapp, John David Dignam, and Henry W. 
Strobel 


Activation of rat adipocyte glycogen synthase by insulin. 
John C. Lawrence, Jr., Joan J. Guinovart, and Joseph 

Larner 

Purification and properties of the P15 specific restriction 


endonuclease from Escherichia coli. 
Jakob Reiser and Robert Yuan 


Purification of biologically active globin mRNA using 


cDNA-cellulose affinity chromatography. 
T. Gordon Wood and Jerry B. Lingrel 


A preg 1 binding protein in soluble fraction of 
guinea pig adrenal cortex. 
Charles A. Strott 


Codon-anticodon recognition in the valine codon family. 
Samir K. Mitra, Florentyna Lustig, Bengt Akesson, Ulf 
Lagerkvist, and Lars Strid 


Specificity of fructose-1,6-P, aldolase (muscle) and parti- 
tion of the enzyme among catalytic intermediates in the 
steady state. 

Irwin A. Rose and Edward L. O'Connell 


Isolation and purification of double-stranded ribonu- 
clease from calf thymus. 
Kenzo Ohtsuki, Yoram Groner, and Jerard Hurwitz 


Activation of human plasminogen by equimolar levels of 
streptokinase. 
S. Paul Bajaj and Francis J. Castellino 


On the role of ATP in phosphodiester bond hydrolysis 
catalyzed by the recBC deoxyribonuclease of Escherichia 
coli. 

Duane C. Eichler and 1. R. Lehman 


Purification and properties of acetyl coenzyme A syn- 
thetase from bakers’ yeast. 
Eugene P. Frenkel and Richard L. Kitchens 


Phosphorylation in membranes of intact human erythro- 
cytes. 
Donald L. Shapiro and Vincent T. Marchesi 








Native heparin from rat peritoneal mast cells. 
Roger W. Yurt, R. Wesley Leid, Jr., K. Frank Austen, 
and Jeremiah E. Silbert 


Effects of B subunit acylation on lutropin receptor site 
binding. 
Wan-Kyng Liu, N. Burr Furlong, and Darrell N. Ward 


Activation of protein kinase and glycogen phosphorylase 
in isolated rat liver cells by glucagon and catecholamines. 
Morris J. Birnbaum and John N. Fain 


Nature of the free radical in ribonucleotide reductase 
from Escherichia coli. 

Britt-Marie Sjéberg, Peter Reichard, Astrid Grdaslund, 
and Anders Ehrenberg 


Purification and properties of pig heart crotonase and 
the presence of short chain and long chain enoyl coen- 
zyme A hydratases in pig and guinea pig tissues. 

Jim C. Fong and Horst Schulz 


The quantitative role of the kidneys in the in vivo 
metabolism of mevalonate. 

Millie Hughes Wiley, Marilyn M. Howton, and Marvin 
D. Siperstein 


Purification and properties of a polymorphic high activity 
equine erythrocyte carbonic anhydrase. 

Harold F. Deutsch, Jack R. Jabusch, and Kuang-Tzu 
D. Lin 


Insulin-like effects of polyamines in fat cells. Mediation 
by H,O, formation. 

James N. Livingston, Paul A. Gurny, and Dean H. 
Lockwood 


Purification and properties of a heat-stable glucocere- 
brosidase activating factor from control and Gaucher 
spleen. 

Stephen P. Peters, Patrick Coyle, Carole J. Coffee, Robert 
H. Glew, Mark S. Kuhlenschmidt, Louis Rosenfeld, and 
Yuan C. Lee 


Multiple low spin forms of the cytochrome c ferrihemo- 
chrome. EPR spectra of various eukaryotic and pro- 
karyotic cytochromes c. 

David L. Brautigan, Benjamin A. Feinberg, Brian M. 
Hoffman, E. Margoliash, J. Peisach, and W. E. Blumberg 


Transport of amino acids in renal brush border mem- 
brane vesicles. Uptake of the neutral amino acid L- 
alanine. 

Steven J. Fass, Marc R. Hammerman, and Bertram 
Sacktor 


Transport of amino acids in renal brush border mem- 
brane vesicles. Uptake of L-proline. 
Marc R. Hammerman and Bertram Sacktor 


Activation of guanylate cyclase in cerebral cortex of rat 
by hydroxylamine. 
Takeo Deguchi 


Degradation, receptor binding affinity, and potency of 
insulin from the Atlantic hagfish (Myxine glutinosa) 
determined in isolated rat fat cells. 

Stefan O. Emdin, Steen Gammeltoft, and Jorgen 
Gliemann 


Interspecies comparison of cytosolic and mitochondrial 

aspartate aminotransferases. Evidence for a more con- 

servative evolution of the mitochondrial isoenzyme. 
Peter Sonderegger, Heinz Gehring, and Philipp Christen 


Studies on the cyclic 3':5'-AMP-stimulated pig liver 
protein kinase reaction with pyruvate kinase as substrate. 
Lars Berglund, Olle Ljungstrém, and Lorentz Engstrém 


Studies on cobalt myoglobins and hemoglobins. Prepara- 
tion of isolated chains containing cobaltous protoporphy- 
rin IX and characterization of their equilibrium and 
kinetic properties of oxygenation and EPR spectra. 

Masao Ikeda-Saito, Haruhiko Yamamoto, Kiyohiro Imai, 
Fredric J. Kayne, and Takashi Yonetani 


Effect of Mg** concentration on the cAMP-dependent 
protein kinase-catalyzed activation of rabbit skeletal 
muscle phosphorylase kinase. 

Toolsee J. Singh and Jerry H. Wang 


Phosphorylation from adenosine triphosphate of sodium- 
and potassium-activated adenosine triphosphatase. Com- 
parison of enzyme - ligand complexes as precursors to the 
phosphoenzyme. 

Sven Mardh and Robert L. Post 
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The covalent structure of cartilage collagen. Evidence for 
sequence heterogeneity of bovine a1 (II) chains. 

William T. Butler, John Edward Finch, Jr., and 
Edward J. Miller 


Mechanism of induction of 3-hydroxy-3-methylglutaryl 
coenzyme A reductase in human leukocytes. 

Alan M. Fogelman, Janet Seager, Peter A. Edwards, 
and G. Popjak 


Antagonistic action between spermidine and putrescine 
on association and dissociation of purified, run-off ribo- 
somes from Escherichia coli. 

Carmen L. Rosano and Charles Hurwitz 


Increase in level of functional messenger RNA coding 

for phosphoenolpyruvate carboxykinase (GTP) during 

induction by cyclic adenosine 3':5'-monophosphate. 
Patrick B. Iynedjian and Richard W. Hanson 


Study of RNase A mechanism and folding by means of 
synthetic 63-residue analogs. 
Bernd Gutte 


A protein inhibitor of mitochondrial adenosine triphos- 
phatase (F,) from Saccharomyces cerevisiae. 
Eberhard Ebner and Konrad L. Maier 


An adenosine 3':5'-monophosphate-adenosine binding 
protein from mouse liver. Purification and partial charac- 
terization. 

Per Magne Ueland and Stein Ove Doskeland 


Activation of steroidogenesis and adenylate cyclase by 
adenosine in adrenal and Leydig tumor cells. 
J. Wolff and G. Hope Cook 


Isolation and characterization of transfer RNAs from 
Dictyostelium discoideum during growth and develop- 
ment. 

Cari Mathew Palatnik, Eugene R. Katz, and Michael 
Brenner 


Assay and partial characterization of the solubilized cell 
surface receptor for immunoglobulin E. 
Guido Rossi, Steven A. Newman, and Henry Metzger 


Topography of the external surface of the human red 
blood cell membrane studied with a nonpenetrating label, 
['*5I ]diazodiiodosulfanilic acid. 

David A. Sears, Joel M. Friedman, and James N. George 


Effect of ribosomal proteins on synthesis and assembly 
of preribosomal particles in isolated rat liver nuclei. 

Robert Bolla, Hans E. Roth, Herbert Weissbach, and 
Nathan Brot 


An energy-conserving pyruvate-to-acetate pathway in 
Entamoeba histolytica. Pyruvate synthase and a new 
acetate thiokinase. 

Richard E. Reeves, Lionel G. Warren, Brian Susskind, 
and Hsin-sheng Lo 


Purine nucleoside phosphorylase of rabbit liver. Mecha- 
nism of catalysis. 
Arthur S. Lewis 


The purification and characterization of rat liver lyso- 
somal a-L-fucosidase. 
Dennis J. Opheim and Oscar Touster 


Structure and interactions of lipids in human plasma low 
density lipoproteins. 

Richard J. Deckelbaum, G. Graham Shipley, and 
Donald M. Small 


Investigation of the subunit interactions in malate de- 
hydrogenase. 

Dennis M. Bleile, Robert A. Schulz, John H. Harrison, 
and Eugene M. Gregory 


Tuna cytochrome c at 2.0 A resolution. I. Ferricyto- 
chrome structure analysis. 

Rosemarie Swanson, Benes L. Trus, Neil Mandel, 
Gretchen Mandel, Olga B. Kallai, and Richard E. Dicker- 
son 


Tuna cytochrome ¢ at 2.0 A resolution. II. Ferrocyto- 
chrome structure analysis. 

Tsunehiro Takano, Benes L. Trus, Neil Mandel, 
Gretchen Mandel, Olga B. Kallai, Rosemarie Swanson, 
and Richard E. Dickerson 


Identification of glycoproteins and proteins at synapses 
in the central nervous system. 
Paul T. Kelly and Carl W. Cotman 





COMMUNICATIONS 


Competence of soluble cell extracts as microtubule 

assembly systems. Comparison of simian virus 40 trans- 

formed and nontransformed mouse 3T3 fibroblasts. 
Gerhard Wiche, Victoria J. Lundblad, and R. David Cole 


Effect of the A and B protomers of choleragen on release 
of trapped glucose from liposomes containing or lacking 
ganglioside G,,,. 

Joel Moss, Roberta L. Richards, Carl R. Alving, and 
Peter H.F ishman 


Resolution of B-adrenergic receptor binding and adenyl- 
ate cyclase activity by gel exclusion chromatography. 


Lee E. Limbird and Robert J. Lefkowitz 


Bacterial luciferase subunits are synthesized in equal 
quantities. 

Shiao-Chun Tu, John C. Makemson, James E. Becvar, 
and J. Woodland Hastings 


ADDITIONS AND CORRECTIONS 


Acyl carrier protein metabolism and regulation of fatty 
acid biosynthesis by Lactobacillus plantarum. Vol. 251 
(1976) 4706-4712. 

Joseph Eugene Sabaitis, Jr. and Gary L. Powell 
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Protein kinase activity at the inner membrane of mam- 
malian mitochondria. 
Alexander Vardanis 


Alteration of the kinetic parameters for aminoacylation of 
Escherichia coli formy!methionine transfer RNA by modi- 
fication of an anticodon base. 

LaDonne H. Schulman and Heike Pelka 


Isolation and characterization of a component of the sur- 
face sheath of Dictyostelium discoideum. 
Hud Freeze and William F. Loomis 


B-Glucoside hydrolase act:vity of normal and glucosyl- 
ceramidotic cultured human skin fibroblasts. 
O. Thomas Mueller and Abraham Rosenberg 


Transmission of the cytochrome c structural gene in 
horse-donkey crosses. 

Otto F. Walasek and E. Margoliash 
Transport and metabolism of vitamin B6 in lactic acid 
bacteria. 

James H. Mulligan and Esmond E. Snell 


Differentiation of metal ion-induced transitions of pro- 
thrombin fragment 1. 
Franklyn G. Prendergast and Kenneth G. Mann 


Phosphorylation of cardiac troponin by cyclic adenosine 
3’ :5’-monophosphate-dependent protein kinase. 
James T. Stull and Janice E. Buss 


A low molecular weight inhibitor of steroid receptor 
activation. 

Alain Bailly, Nicole Sallas, and Edwin Milgrom 
Solubility and diffusion coefficient of adenosine 3’ :5’- 
monophosphate. 

Martin Dworkin and Kenneth H. Keller 


In vitro synthesis of a high molecular weight virion- 
associated RNA by vaccinia. 

Enzo Paoletti 
High molecular weight virion-associated RNA of vaccinia. 
A possible precursor to 8 to 12 S mRNA. 

Enzo Paoletti 


Metabolic regulation of aminoacyl-tRNA synthetase bio- 

synthesis in baker’s yeast. 

— C. Johnson, Paul R. Vanatta, and Jacques R. 
resco 


Primary structure of the “hinge” region of human [gG3. 
Probable quadruplication of a 15-amino acid residue basic 
unit. 

Terje E. Michaelsen, Blas Frangione, and Edward C. 
Franklin 


Prestagiandin endoperoxide E isomerase from bovine 
vesicular gland microsomes, a glutathione-requiring en- 
zyme 

”Nobuchika Ogino, Tsumoru Miyamoto, Shozo Yama- 
moto, and Osamu Hayaishi 


Spinach nitrite reductase. Purification and properties of a 
siroheme-containing iron-sulfur enzyme. 
Jose M. Vega and Henry Kamin 


Characterization and regulation of heart adenosine 3':5'- 
monophosphate-dependent protein kinase isozymes. 
Jackie D. Corbin and Stanley L. Keely 
Steady state kinetics and binding of eukaryotic cyto- 
chromes c with yeast cytochrome c peroxidase. 
Chae Hee Kang, Shelagh Ferguson-Miller, and E. Mar- 
goliash 
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Properties of passive binding of calcium to endoplasmic 
reticulum from adipocytes. 
David E. Bruns, Jay M. McDonald, and Leonard Jarett 


Identification of folate binding proteins in rat liver. 
Marilyn M. Zamierowski and Conrad Wagner 


Decreased lysyl oxidase activity in the aneurysm-prone, 
mottled mouse. 

David W. Rowe, Ermona B. McGoodwin, George R. 
Martin, and Douglas Grahn 


Different molecular forms of D-ribulose-1,5-bisphosphate 
carboxylase from Rh sphaeroides. 
Janet L. Gibson and F. Robert Tabita 


Regulation of 3-hydroxy-3-methylglutaryl coenzyme A 

reductase in minimal deviation hepatoma 7288C. Immu- 

nological measurements in hepatoma tissue culture cells. 
Owen Ross Beirne, Renu Heller, and John A. Watson 


Impaired conversion of procollagen to collagen by fibro- 
blasts and bone treated with tunicamycin, an inhibitor of 
protein glycosylation. 

Dan Duksin and Paul Bornstein 





Studies on the mechanism of the adenosylcobalamin-de- 
pendent diol dehydrase reaction by the use of analogs of 
the coenzyme. 

Tetsuo Toraya, Kazutoshi Ushio, Saburo Fukui, and 
Harry P. C. Hogenkamp 


Primary structure of rabbit skeletal muscle troponin-T. 
Purification of cyanogen bromide fragments and the 
amino acid sequence of fragment CB2. 

Joyce R. Pearlstone, Michael R. Carpenter, and Law- 
rence B. Smillie 


Primary structure of rabbit skeletal muscle troponin-T. 
Sequence determination of four cyanogen bromide frag- 
ments, CB4, CB5, CB6, and CB7. 

Joyce R. Pearlstone, Michael R. Carpenter, and Law- 
rence B. Smillie 


Primary structure of rabbit skeleta! inuscle troponin-T. 
Sequence determination of the NH.-terminal fragment 
CB3 and the complete sequence of troponin-T. 

Joyce R. Pearlstone, Peter Johnson, Michael R. Car- 
penter, and Lawrence B. Smillie 


Revised amino acid sequence of QB coat protein between 
positions 1 and 60 

Erwin Stoll, Kenneth J. Wilson, Jakob Reiser, and 
Charles Weissmann 


Proton inactivation of Ca** transport by sarcoplasmic 
reticulum. 

Mervyn C. Berman, David B. McIntosh, and James E. 
Kench 


Aminoacyl adenylate, a normal intermediate or a dead 
end in aminoacylation of transfer ribonucleic acid. 
Ulf Lagerkvist, Bengt Akesson, and Rolf Brandén 


Evidence for the participation of saccharide-lipids in the 
synthesis of the oligosaccharide chain of ovalbumin. 
Douglas K. Struck and William J. Lennarz 


Structural analysis of nine oligosaccharides isolated from 
the urine of a blood group O, nonsecretor, woman during 
pregnancy and lactation. 

Peter Hallgren and Arne Lundblad 
Structural analysis of oligosaccharides isolated from the 
urine of a blood group A, secretor, woman during preg- 
nancy and lactation. 

Peter Hallgren and Arne Lundblad 





Quantitation of some urinary oligosaccharides during 
pregnancy and lactation. 
Peter Hallgren, Bo S. Lindberg, and Arne Lundblad 


Cardiac adenosine 3':5'-monophosphate. Free and bound 
forms in the isolated rat atrium. 

Wesley L. Terasaki and Gary Brooker 
Metabolism of 5-fluorouracil in sensitive and resistant 
Novikoff hepatoma cells. 

David S. Wilkinson and Jeanne Crumley 


Control of 3-hydroxy-3-methylglutaryl coenzyme A re- 
ductase by endogenously synthesized sterols in vitro and 
in vivo. 

Peter A. Edwards, G. Pépjak, Alan M. Fogelman, and 
John Edmond 


Protein kinases in brown adipose tissue of developing 

rats. State of activation of protein kinase during develop- 

ment and cold exposure and its relationship to adenosine 

3':5'-monophosphate, lipolysis, and heat production. 
Josef P. Skala and Brian L. Knight 


Binding of tritiated bovine parathyroid hormone to 
plasma membranes from bovine kidney cortex. 
James E. Zull, Craig C. Malbon, and Jacinta Chuang 


Studies of binding of parathyroid hormone to a detergent- 
dispersed preparation from bovine kidney cortex plasma 
membranes. 

Craig C. Malbon and James E. Zull 


Binding of nucleotides to purified coupling factor-latent 
ATPase from Mycobacterium phlei. 

Soon-Ho Lee, Vijay K. Kalra, Carolyn J. Ritz, and 
Arnold F.. Brodie 


Hormonal control of transcription in the rat uterus. 
Stimulation of deoxyribonucleic acid-dependent RNA po- 
lymerase III by estradiol. 

P. Anthony Weil, Joseph Sidikaro, George M. Stancel, 
and Stanley P. Blatti 


A soybean trypsin inhibitor. Crystallization and x-ray 


crystallographic study. 
David L. Hwang, Donald E. Foard, and Chin Hsuan Wei 


Peptide mapping by limited proteolysis in sodium dodecyl 
sulfate and analysis by gel electrophoresis. 

Don W. Cleveland, Stuart G. Fischer, Marc W. Kirsch- 
ner, and Ulrich K. Laemmli 


Isolation of wheat germ agglutinin-resistant clones of 
Chinese hamster ovary cells deficient in membrane sialic 
acid and galactose. 

Eve Barak Briles, Ellen Li, and Stuart Kornfeld 


Methylenetetrahydrofolate dehydrogenase -methenyltet- 
rahydrofolate cyclohydrolase-formyltetrahydrofolate syn- 
thetase. A multifunctional protein from porcine liver. 

Larry U. L. Tan, Elizabeth J. Drury, and Robert E. 
MacKenzie 


COMMUNICATIONS 


Characterization of a novel metabolic pathway of arachid- 
onate in coronary arteries which generates a potent en- 
dogenous coronary vasodilator. 

Amiram Raz, Peter C. Isakson, Mark S. Minkes, and 
Philip Needleman 


ADDITIONS AND CORRECTIONS 


Properties of succinyl-CoA: 3-ketoacid coenzyme A trans- 
ferase. Vol. 251 (1976) 1708-1711. 
Howard White and William P. Jencks 


Partial specific volume, expansibility, compressibility, 
and heat capacity of aqueous lysozyme solutions. Vol. 251 
(1976) 4001-1004. 

Frank J. Millero, Gary K. Ward, and Peter Chetirkin 


Factors affecting the acyl selectivities of acyltransferases 
in Escherichia coli. Vol. 251 (1976) 2487-2492. 

Harumi Okuyama, Kazuyo Yamada, Hiroh Ikezawa, 
and Salih J. Wakil 
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Stability and subunit structure of human a,-macroglobu- 
lin. 

Jean-Pierre Frénoy, Roland Bourrillon, Roland Lip- 
poldt, and Harold Edelhoch 


Podophyllotoxin as a probe for the colchicine-binding 
site of tubulin. 
Ferdinando Cortese, B. Bhattacharyya, and J. Wolff 


Comparison of the esterase and human plasminogen 
activator activities of various activated forms of human 
plasminogen and their equimolar streptokinase com- 
plexes. 

Robert C. Wohl, Leonida Arzadon, Louis Summaria, 
and Kenneth C. Robbins 


Inhibition of DNA replication in Escherichia coli by di- 
broinophenol and other uncouplers. 
Paul H. Weigel and Paul T. Englund 


Properties of a nuclear polyadenylate- protein complex 
from mouse ascites cells. 

Thomas J. Quinlan, Alan J. Kinniburgh, and Terence 
E. Martin 


Purification and properties of galactokinase from Sac- 
charomyces cerevisiae. 
Mark A. Schell and David B. Wilson 


Characterization of liver cholic acid coenzyme A ligase 

activity. Evidence that separate microsomal enzymes are 

responsible for cholic acid and fatty acid activation. 
Mark A. Polokoff and Robert M. Bell 


Structural studies on the oligosaccharides of a glycopro- 
tein isolated from alveoli of patients with alveolar pro- 
teinosis. 

Sambhu N. Bhattacharyya and William S. Lynn 


Relative importance of 7-methylguanosine in ribosome 

binding and translation of vesicular stomatitis virus 

mRNA in wheat germ and reticulocyte cell-free systems. 
Harvey F.. Lodish and John K. Rose 


Amino acid sequence of phospholipase A, from horse 
pancreas. 

Adolf Evenberg, Hendrik Meyer, Willem Gaastra, Hu- 
bertus M. Verheij, and Gerard H. de Haas 


1197 


Magnetic resonance studies of three forms of creatine 
kinase. Comparison of the properties of native, CH,S- 
blocked and H.NCOCH,-blocked enzymes. 

George D. Markham, George H. Reed, Edward T. 
Maggio, and George L. Kenyon 


Properties of a CH,S-blocked creatine kinase with altered 
catalytic activity. Kinetic consequences of the presence 
of the blocking group. 

Edward T. Maggio, George L. Kenyon, George D. Mark- 
ham, and George H. Reed 


Role of apolipoprotein A-I in the structure of human 
serum high density lipoproteins. Reconstitution studies. 
Mary C. Ritter and Angelo M. Scanu 


Adrenal glucocorticoids, adenine nucleotide transloca- 
tion, and mitochondrial calcium accumulation. 
Satoshi Kimura and Howard Rasmussen 


Direct generation of superoxide anions by flash photoly- 
sis of human oxyhemoglobin. 
. S. Demma and J. M. Salhany 


Total conversion of glycogen synthase from the I- to the 
D-form by a cyclic AMP-independent protein kinase 
from rabbit skeletal muscle. 

Emilio Itarte, J. C. Robinson, and Kuo-Ping Huang 


Human endonuclease specific for apurinic/apyrimidinic 
sites in DNA. Partial purification and characterization of 
multiple forms from placenta. 

W. Stephen Linsley, Edward E. Penhoet, and Stuart 
Linn 


Nature of interaction of dextran sulfate with lecithin 
dispersions and lysolecithin micelles. 
Young C. Kim and Toshiro Nishida 


Effect of aspartate on complexes between glutamate de- 
hydrogenase and various aminotransferases. 
Leonard A. Fahien, Shih Lo Hsu, and Edward Kmiotek 


Novel enzymic machinery for the metabolism of oxalace- 
tate, phosphoenolpyruvate, and pyruvate in Pseu- 
domonas citronellolis. 

Reginald W. O’Brien, David T. Chuang, B. L. Taylor, 
and Merton F. Utter 
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Interaction of thyroid peroxidase with concanavalin A 
covalently coupled to agarose. 

Joseph T. Neary, Don Koepsell, Betty Davidson, Ann 
Armstrong, H. Vincent Strout, Morris Soodak, and Farahe 
Maloof 


Translation of albumin messenger RNA in a cell-free 
protein-synthesizing system derived from wheat germ. 
Tenny P. H. Tse and John M. Taylor 


Stimulation of human platelet guanylate cyclase by 
fatty acids. 

David B. Glass, William Frey, II, Daniel W. Carr, and 
Nelson D. Goldberg 


Binding of concanavalin A to the surface of sea urchin 
eggs and its alteration upon fertilization. 
Michel Veron and Bennett M. Shapiro 


Expression of genes for metabolism of cyclic adenosine 
3’ :5’-monophosphate in somatic cells. B-Adrenergic and 
PGE, receptors in parental and hybrid cells. 

Laurence L. Brunton, Michael E. Maguire, Hannah J. 
Anderson, and Alfred G. Gilman 


Pyruvate metabolism in bovine epididymal spermatozoa. 
Cornelis Van Dop, Susan M. Hutson, and Henry A. 
Lardy 


Mitochondrial metabolism of pyruvate in bovine sper- 
matozoa. 

Susan M. Hutson, Cornelis Van Dop, and Henry A. 
Lardy 


Serum angiotensin-converting enzyme. Isolation and re- 
lationship to the pulmonary enzyme. 
Manjusri Das, James L. Hartley, and Richard L. Soffer 


Mechanism of action of uridine diphosphoglucose dehy- 
drogenase. Evidence for an essential lysine residue at the 
active site. 

Alfred B. Ordman and Samuel Kirkwood 


Electron paramagnetic resonance study of carp methemo- 
globin. 
L. Charles Dickinson and James C. W. Chien 


Nonequivalence of subunits in ['*N]nitrosylhemoglobin 
Kansas. A single crystal electron paramagnetic reso- 
nance investigation. 

James C. W. Chien and L. Charles Dickinson 


Purification and properties of microsomal UDP-glu- 
curonosyltransferase from rat liver. 
Jeffrey P. Gorski and Charles B. Kasper 


Noncoordinated transcription in the absence of protein 
synthesis in yeast. 

Richard W. Shulman, Conjeevaram E. Sripati, and 
Jonathan R. Warner 


Partial purification and properties of a ribosomal RNA 

maturation endonuclease from Bacillus subtilis. 

— L. Sogin, Bernadette Pace, and Norman R. 
‘ace 


Estrogen binding proteins of calf uterus. Molecular and 
functional characterization of the receptor transforming 
factor: a Ca?*-activated protease. 

Giovanni Alfredo Puca, Ernesto Nola, Vincenzo Sica, 
and Francesco Bresciani 


Formation of a biologically active, ordered complex 
from two overlapping fragments of cytochrome c. 
Roy R. Hantgan and Hiroshi Taniuchi 
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phospholipid turnover. 

Thomas M. McIntyre, Brian K. Chamberlain, Robert E. 
Webster, and Robert M. Bell 


High resolution crystal structures of yeast hexokinase 
complexes with substrates, activators, and inhibitors. Ev- 
idence for an allosteric control site. 

Thomas A. Steitz, Wayne F. Anderson, Robert J. Fletter- 
ick, and Charles M. Anderson 


Specific cytosol-binding protein for 1,25-dihydroxyvi- 
tamin D, in rat intestine. 

Barbara E. Kream, Sachiko Yamada, Heinrich K. 
Schnoes, and Hector F. DeLuca 


Activation of methionine for transmethylation. Purifica- 
tion of the S ylmethionine synthetase of bakers’ 
yeast and its separation into two forms. 

Peter K. Chiang and Giulio L. Cantoni 


Characterization of reticulocyte release factor. 
David S. Konecki, Kirk C. Aune, Warren Tate, and C. 
Thomas Caskey 


Antibody as immunological probe for studying refolding 
of bovine serum albumin. Refolding within each domain. 
Judy M. Teale and David C. Benjamin 


Interactions of tryptophan synthetase subunits in Esche- 
richia coli containing mutationally altered B, subunits. 

Raymond D. Mosteller, Ruth V. Goldstein, and Kaoru R. 
Nishimoto 





Sialic acid. A calcium-binding carbohydrate. 
Larry W. Jaques, Ellen B. Brown, Joy M. Barrett, Wal- 
lace S. Brey, Jr., and William Weltner, Jr. 


Steady state kinetics of energy-dependent Ca** uptake in 
rat liver mitochondria. 
Susan M. Hutson 


Treatment of enzyme kinetic data. Extension of the con- 
certed allosteric model to the two-substrate case. 
Donald W. Pettigrew and Carl Frieden 


Studies on sulfhydryl group modification of mitochon- 
drial pyridine dinucleotide transhydrogenase. 
Steven G. O’Neal and Ronald R. Fisher 


Circular dichroic and perturbation spectra of aromatic 





chromophores in rabbit tropomyosin. Topography of tyro- 
sine residues. 
Béla Nagy 


Subunit structure of chloroplast Photosystem I reaction 
center. 
Carmela Bengis and Nathan Nelson 


Glucose branches in chondroitin sulfates from squid carti- 
lage. 

Osami Habuchi, Kuniko Sugiura, Nobuki Kawai, and 
Sakaru Suzuki 


Efflux of potassium induced by Dio-9, a plasma membrane 
ATPase inhibitor in the yeast Schizosaccharomyces 
pombe. 

Francoise Foury, Marc Boutry, and André Goffeau. 


Effect of exogenous A''P on the permeability properties of 
transformed cultures of mouse cell lines. 
Enrique Rozengurt, Leon A. Heppel, and Ilan Friedberg 


a-Aminoadipate aminotransferase and kynurenine ami- 
notransferase. Purification, characterization, and further 
evidence for identity. 

Michael C. Tobes and Merle Mason 


Bovine thioredoxin system. Purification of thioredoxin 
reductase form calf liver and thymus and studies of its 
function in disulfide reduction. 

Arne Holmgren 


Effect of estradiol on rat uterus DNA-dependent RNA 
polymerases. Studies with whole nuclei. 

Marie-Madeleine Bouton, Jean-Claude Courvalin, and 
Etienne-Emile Baulieu 


Nongenetic heterogeneity of mouse B-galactosidase. 
Aldons J. Lusis, Gail A. M. Breen, and Kenneth Paigen 


Tuna cytochrome c at 2.0 A resolution. III. Coordinate 
optimization and comparison of structures. 

Neil Mandel, Gretchen Mandel, Benes L. Trus, John 
Rosenberg, George Carlson, and Richard E. Dickerson 
Indoleamine 2,3-dioxygenase. Characterization and prop- 
erties of enzyme-O,- complex. 

Fusao Hirata, Takako Ohnishi, and Osamu Hayaishi 
Indoleamine 2,3-dioxygenase. Potassium superoxide as 
substrate. 

Takako Ohnishi, Fusao Hirata, and Osamu Hayaishi 
Properties and subunit structure of aspartokinase II from 
Bacillus subtilis VB217. 

Don Moir and Henry Paulus 


Immunological and chemical comparison of the noniden- 


xxi 


tical subunits of aspartokinase II from Bacillus subtilis 
B217. 


Don Moir and Henry Paulus 


Comparison of in vivo and in vitro properties of cyclic 
adenosine 3':5'-monophosphate phosphodiesterase of am- 
phibian oocytes. 

: — C. Allende, Rodrigo Bravo, and Jorge E. Al- 
ende 


Measurement of rate of rat liver sterol synthesis in vivo 
using tritiated water. 
M Lakshmanan and Richard L. Veech 


Angiotensin homologs and analogs as inhibitors of rabbit 
pulmonary angiotensin-converting enzyme. 
Bie-Shung Tsai and Michael J. Peach 


Detergent solubilization, purification, and separation of 
specificities of HLA antigens from a cultured human lym- 
phoblastoid line RPMI 4265. 

Timothy A. Springer, Dean L. Mann, Anthony L. De- 
Franco, and Jack L. Strominger 


Subunit and disulfide structure of monomeric and dimeric 
forms of detergent-soluble HLA antigens. 

Timothy A. Springer, Richard J. Robb, Cox Terhorst, 
and Jack L. Strominger 


Structure and thermodynamic properties of high density 
lipoprotein recombinants 

Alan R. Tall, Donald M. Small, Richard J. Deckelbaum, 
and G. Graham Shipley 


Ontogenetic expression of polycyclic aromatic compound- 
inducible monooxygenase activities and forms of cyto- 
chrome P-450 in rabbit. Evidence for temporal control and 
organ specificity of two genetic regulatory systems. 

Steven A. Atlas, Alan R. Boobis, James S. Felton, Snorri 
S. Thorgeirsson, and Daniel W. Nebert 


Ovalbumin gene. Action of restriction endonucleases 
upon DNA coding sequence. 

John J. Monahan, Savio L. C. Woo, Charles D. Liarakos, 
and Bert W. O’Malley 


Two-dimensional electrophoretic analysis of polynucleo- 
somes. 


Richard D. Todd and William T. Garrard 


Five a-p-galactopyranosyl-binding isolectins from Ban- 
deiraea simplicifolia seeds. 
Lee A. Murphy and Irwin J. Goldstein 


Chemical cross-linking studies of beef heart mitochon- 
drial coupling factor 1. 
Barbara A. Baird and Gordon G. Hammes 
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COMMUNICATIONS 


Studies of the lipid phase transitions of Escherichia coli 
by high sensitivity differential scanning calorimetry. 
Meyer B. Jackson and Julian M. Sturtevant 


Phosphorylation of the 18,000-dalton light chain of 
myosin during a single tetanus of frog muscle. 
Kate Bardny and Michael Barany 


Reductive titration of cytochrome P-450 in rat liver micro- 
somes. 

David Y. Cooper, Mott D. Cannon, Heinz Schleyer, and 
Otto Rosenthal 





Interaction of manganese with bovine Factor X. 
S. Paul Bajaj, Robert Byrne, Thomas Nowak, and Fran- 
cis J. Castellino 


Deoxyribonucleic acid replication in human diploid fibro- 
blasts stimulated to proliferate. 
James W. Rawles, Jr. and James M. Collins 


Evidence for a thioether linkage between the flavin and 
polypeptide chain of Chromatium cytochrome c,,.. 
William C. Kenney and Thomas P. Singer 


Studies on Limulus amoebocyte lysate II. Purification of 
the coagulogen and the mechanism of clotting. 

Joseph Y. Tai, Robert C. Seid, Jr., Richard D. Huhn, 
and Teh-Yung Liu 


4777 


4786 


4790 


4796 


4803 


Glycosaminoglycan synthesis by cultured human skin fi- 
broblasts after transformation with simian virus 40. 
John J. Hopwood and Albert Dorfman 


Novel properties of Escherichia coli exonuclease III. 
Ranajit Roychoudhury and Ray Wu 


Purification and properties of tRNA(adenine-1)-methyl- 
transferase from rat liver. 
Jane M. Glick and Phoebe S. Leboy 


Re-evaluation of the kinetic mechanism of the choline 
acetyltransferase reaction. 
Louis B. Hersh and Martha Peet 


Formation of singlet oxygen by the myeloperoxidase-me- 
diated antimicrobial system. 
Henry Rosen and Seymour J. Klebanoff 


Acetylcholine receptor. Responses to drug binding. 
Alfred Maelicke, Bernard W. Fulpius, Robert P. Klett, 
and E. Reich 
Isolation and characterization of proteoglycans from bo- 
vine aorta. 
Bhandaru Radhakrishnamurthy, Harold A. Ruiz, Jr., 
and Gerald S. Berenson 
~ ated of cytochrome 6, between phospholipid vesi- 
cles. 
Mark A. Roseman, Peter W. Holloway, Michael A. Ca- 
labro, and Thomas E. Thompson 


Effect of V°,0*'-dibutyryl adenosine 3':5 ‘-monophosphate 
on the release of surface proteins by murine neuroblas- 
toma cells. 





Robert Truding and Pierre Morell 


PZ-peptidase from chick embryos. Purification, proper- 
ties, and action on collagen peptides. 
Teresa I. Morales and J. Frederick Woessner, Jr. 


Receptor-mediated uptake of low density lipoprotein and 
utilization of its cholesterol for steroid synthesis in cul- 
tured mouse adrenal cells. 

Jerry R. Faust, Joseph L. Goldstein, and Michael S. 
Brown 


Cyclic 3':5'-nucleotide phosphodiesterase. Stimulation of 
bovine brain cytoplasmic enzyme by lysophosphatidylcho- 
line. 

Anne-Lise Pichard and Wai Yiu Cheung 


Ca?®* ions and the stimulation of 3-O-methylglucose trans- 
port by uncouplers in rat thymocytes. 
John P. Reeves 


Studies on cobalt myoglobins and hemoglobins. Interac- 
tion of sperm whale myoglobin and Glycera hemoglobin 
with molecular oxygen. 

Masao Ikeda-Saito, Tetsutaro lizuka, Haruhiko Yama- 
moto, Fredrick J. Kayne, and Takashi Yonetani 


Role of multiple basic residues in determining the sub- 
strate specificity of cyclic AMP-dependent protein kinase. 

Bruce E. Kemp, Donald J. Graves, Eliezer Benjamini, 
and Edwin G. Krebs 


Lipid A mutants of Salmonella typhimurium. Characteri- 
zation of a conditional lethal mutant in 3-deoxy-D-man- 
nooctulosonate-8-phosphate synthetase. 

Paul D. Rick and M. J. Osborn 


Lipid A mutants of Salmonella typhimurium. Purification 
and characterization of a lipid A precursor produced by a 
mutant in 3-deoxy-D-mannooctulosonate-8-phosphate syn- 
thetase. 

Paul D. Rick, Leslie W.-M. Fung, Chien Ho, and M. J. 
Osborn 


Amino acid sequence of phospholipase A,-a@ from the 
venom of Crotalus adamanteus. A new classification of 
phospholipases A, based upon structural determinants. 

Robert L. Heinrikson, Elaine T. Krueger, and Pamela S. 
Keim 


Intestinal surface amino-oligopeptidases. I. Isolation of 
two weight isomers and their subunits from rat brush 
border. 

Gary M. Gray and Nilda A. Santiago 


Intestinal surface amino-oligopeptidases. II. Substrate ki- 
netics and topography of the active site. 
Robert K. Kania, Nilda A. Santiago, and Gary M. Gray 


Study of the transfer RNAs coded by T2, T4, and T6 
bacteriophages. 
Suresh M. Desai and Samuel B. Weiss 


Primary structure of human prethrombin 2 and a-throm- 


in. 
Ralph J. Butkowski, Jacques Elion, Michael R. Down- 
ing, and Kenneth G. Mann 


Role of coenzyme in aminotransferase turnover. 
Kai-Lin Lee, Paul L. Darke, and Francis T. Kenney 


Histone H3 disulfide reactions in Interphase, mitotic, 
and native chromatin. 
William T. Garrard, Peter Nobis and Ronald Hancock 


Titration behavior and tautomeric states of individual 
histidine residues of myoglobins. Application of natural 
abundance carbon 13 nuclear magnetic resonance spec- 
troscopy. 

David J. Wilbur and Adam Allerhand 


Use of N-chlorosuccinimide/urea for the selective cleav- 
age of tryptophanyl peptide bonds in proteins. Cyto- 
chrome c. 

Michael A. Lischwe and Michael T. Sung 


Adenovirus chromatin I. Isolation and characterization of 
the major core protein VII and precursor Pro-VII. 

Michael T. Sung, Michael A. Lischwe, James C. Rich- 
ards, and Keiichi Hosokawa 


In vitro reconstitution of demolybdosulfite oxidase by 
molybdate. 

: Harold P. Jones, Jean L. Johnson, and K. V. Rajagopa- 
an 


In vitro reconstitution of demolybdosulfite oxidase by a 
molybdenum cofactor from rat liver and other sources. 


Jean L. Johnson, Harold P. Jones, and K. V. Rajagopa- 
lan 


Mechanism of action of ethanolamine ammonia-lyase, an 
adenosylcobalamin-dependent enzyme. Interaction be- 
tween the enzyme and a postulated organocobalamin in- 
termediate. 

Jan S. Krouwer and Bernard M. Babior 


De novo alanine synthesis in isolated oxygen-deprived rab- 
bit myocardium. 

Heinrich Taegtmeyer, Myron B. Peterson, Vanaja V. Ra- 
gavan, Alan G. Ferguson, and Michael Lesch 


Human £-globin messenger RNA. I. Nucleotide sequences 
derived from complementary RNA. 

Charles A. Marotta, Bernard G. Forget, Michel Cohen- 
Solal, John T. Wilson, and Sherman M. Weissman 


Human £-globin messenger RNA. II. Nucleotide se- 
quences derived from '**I-labeled globin messenger RNA. 

Michel Cohen-Solal, Bernard G. Forget, Wolf Prensky, 
Charles A. Marotta, and Sherman M. Weissman 


Human £-globin messenger RNA. III. Nucleotide se- 
quences derived from complementary DNA. 

Charles A. Marotta, John T. Wilson, Bernard G. Forget, 
and Sherman M. Weissman 


The purine nucleotide cycle. Studies of ammonia produc- 
tion by skeletal muscle in situ and in perfused prepara- 
tions. 

Michael N. Goodman and John M. Lowenstein 


Hepatic microsomal dealkylations. Inhibition by a tyro- 
sine - copper (II) complex provided with superoxide dismu- 
tase activity. 

Christoph Richter, Angelo Azzi, Ulrich Weser, and Al- 
brecht Wendel 


Independent binding of ligands to human serum albumin. 
Rolf Brodersen, Torgny Sjédin, and Ingvar Sjéholm 


Purification and some properties of human 4-hydroxy- 
phenylpyruvate dioxygenase (I). 

Bengt Lindblad, Goran Lindstedt, Sven Lindstedt, and 
Marianne Rundgren 


Multiple forms of human 4-hydroxyphenylpyruvate dioxy- 
genase (II). 
Marianne Rundgren 


Steady state kinetics of 4-hydroxyphenylpyruvate dioxy- 
genase from human liver (III). 
Marianne Rundgren 


Rat plasma prealbumin. Isolation and partial characteri- 
zation. 

Mahamad Navab, A. Krishna Mallia, Yoshikazu Kanda, 
and DeWitt S. Goodman 


Rat plasma prealbumin. Metabolic studies on effects 
of vitamin A status and on tissue distribution. 

Mahamad Navab, John Edgar Smith, and DeWitt S. 
Goodman 


Studies on a defective variant of simian virus 40 that is 
substituted with DNA sequences derived from monkey 
DNA. I. Origin, properties, and purification. 

G. R. Koteswara Rao and Maxine F. Singer 


Studies on a defective variant of simian virus 40 that is 
substituted with DNA sequences derived from monkey. II. 
Structure of DNA. 

G. R. Koteswara Rao and Maxine F. Singer 


Amino acid sequence of the L-arabinose-binding protein 
from Escherichia coli Bir. 
Robert W. Hogg and Mark A. Hermodson 


The 2.8-A resolution structure of the L-arabinose-binding 
protein from Escherichia coli. Polypeptide chain folding, 
domain similarity, and probable location of sugar-binding 
site. 

Florante A. Quiocho, Gary L. Gilliland, and George N. 
Phillips, Jr. 


Membrane polypeptides co-induced with the bacterial 
bioluminescent system. 

Zvi Ne’eman, Shimon Ulitzur, Daniel Branton, and J. 
Woodland Hastings 


Adenosine 3':5'-monophosphate-regulated phosphopro- 
tein system of neuronal membranes. I. Solubilization, 
purification, and some properties of an endogenous phos- 
phoprotein. 

Tetsufumi Ueda and Paul Greengard 





Adenosine 3':5'-monophosphate-regulated phosphopro- 

tein system of neuronal membranes. II. Solubilization, 

purification, and some properties of an endogenous aden- 

osine 3':5'-monophosphate-dependent protein kinase. 
Isao Uno, Tetsufumi Ueda, and Paul Greengard 


ADDITIONS AND CORRECTIONS 


Solubility and diffusion coefficient of adenosine 3':5'- 


monophosphate. Vol. 252 (1977) 864-865. 

Martin Dworkin and Kenneth H. Keller 
Codon-anticodon recognition in the valine codon family. 
Vol. 252 (1977) 471-478. 

Samir K. Mitra, Florentyna Lustig, Bengt Akesson, Ulf 
Lagerkvist, and Lars Strid 
Studies on the cyclic 3':5'-AMP-stimulated pig liver pro- 
tein kinase reaction with pyruvate kinase as substrate. 
Vol. 252 (1977) 613-619. 

Lars Berglund, Olle Ljungstrém, and Lorentz Engstrém 
La 
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Escherichia coli ribosomal protein S1 recognizes two sites 
in bacteriophage QB RNA. 
Susan Goelz and Joan A. Steitz 


Reversible activation of hepatic adenylate cyclase by 
guanyl-5’'-yl-(a, B-methylene)diphosphonate and guanyl- 
5'-yl imidodiphosphate. 

Constantine Londos, Michael C. Lin, Ann F. Welton, 
Pramod M. Lad, and Martin Rodbell 


A novel nuclear relaxation approach for estimating dis- 
tance between enzyme- and nucleotide-bound metal ions 
at the catalytic site of pyruvate kinase. 

Raj K. Gupta 





7-Ketocholesterol. Its effects on hepatic cholesterogenesis 
and its hepatic metabolism in vivo and in vitro. 

Sandra K. Erickson, Allen D. Cooper, Suzanne M. Mat- 
sui, and R. Gordon Gould 


a-N-Acetylgalactosaminidase from the limpet, Patella 
vulgata. 

Yutaka Uda, Su-Chen Li, Yu-Teh Li, and John M. Mc- 
Kibbin 
Inhibition by lead ion of Electrophorus electroplax (Na* + 
K*)-adenosine triphosphatase and K*-p-nitrophenylphos- 
phatase. 

George J. Siegel and Suzanne M. Fogt 


a-Hydroxylation of fatty acids in brain. Substrate speci- 
ficity and deuterium isotope effect. 
Saood Murad, Robert H. K. Chen, and Yasuo Kishimoto 


Substrate and effector specificity of a guanosine 3':5'- 
monophosphate phosphodiesterase from rat liver. 

Joel Moss, Vincent C. Manganiello, and Martha 
Vaughan 


Uptake of retinol and retinoic acid from serum retinol- 
binding protein by retinal pigment epithelial cells. 
Chi-Ching Chen and Joram Heller 


Utilization of L(+)-3-hydroxybutyrate, p(—)-3-hydroxybu- 
tyrate, acetoacetate, and glucose for respiration and lipid 
synthesis in the 18-day-old rat. 

Robert J. Webber and John Edmond 


The second bromoacetazolamide reactive site of bovine 
carbonic anhydrase B. 

James W. Wells, Andras Nagy, Stephen I. Kandel, Mar- 
ianne Kandel, and Allen G. Gornall 


Resistance of soybean trypsin inhibitor (Kunitz) to dena- 
turation by guanidinium chloride. 
Bonnie Strayer Leach and Wayne W. Fish 


Purification and characterization of Xenopus laevis vitel- 
logenin messenger RNA. 
David J. Shapiro and Hollis J. Baker 


L-Histidinol inhibits specifically and reversibly protein 
and ribosomal RNA synthesis in mouse L cells. 
Robert C. Warrington, N. Wratten, and R. Hechtman 


Synthesis of plasma lipoproteins by the isolated perfused 
liver from the fasted and fed pig. 

Noriaki Nakaya, Byung Hong Chung, and O. David 
Taunton 


Spin label study of the sulfhydryl groups of sarcoplasmic 
reticulum. 


Byung P. Yu, E.J. Masoro, J. Downs, and D. Wharton 


A novel metabolic fate of arginine in Streptomyces euroci- 
dicus. Partial resolution of the pathway and identification 


of an intermediate. : : 
Akio Nakane, Taro Nakamura, and Yoshitomo Eguchi 


Ovine lutropin subunit isolation. Comparison of salt pre- 
cipitation and countercurrent distribution procedures. 
Wan-Kyng Liu, Mario Ascoli, and Darrell N. Ward 


Isolation and recombination of ovine lutropin subunits 
with complete recovery of biological activity. 
Mario Ascoli, Wan-Kyng Liu, and Darrell N. Ward 


Biosynthesis of urea. Molecular and regulatory properties 
of crystalline argininosuccinate synthetase. 
Olga Rochovansky, Hiroko Kodowaki, and S. Ratner 


Regulation of prostaglandin receptors by prostaglandins 
and guanine nucleotides in frog erythrocytes. 

Robert J. Lefkowitz, Debra Mullikin, Catherine L. Wood, 
Thomas B. Gore, and Chhabirani Mukherjee 


Studies on the kinetic mechanism of lysine-sensitive as- 
partokinase. 
Jei-fu Shaw and W. Grady Smith 


Regulation of protein degradation in normal and trans- 
formed human cells. Effects of growth state, medium 
composition, and viral transformation. 

Matthews O. Bradley 


Natural occurrence and chemical modification of protein- 
ase B inhibitors from yeast. 
Peter Biinning and Helmut Holzer 


Separation of effects of adenosine on energy metabolism 
from those on cyclic AMP in rat thymic lymphocytes. 
Steven K. Nordeen and Donald A. Young 


Threonine-sensitive homoserine dehydrogenase and as- 
partokinase activities of Escherichia coli K12. Kinetic and 
spectroscopic effects upon binding of serine and threo- 
nine. 

Jean-Marc Costrejean and Paolo Truffa-Bachi 


Clostridial glycine reductase complex. Purification and 
characterization of the selenoprotein component. 

Joyce E. Cone, Rafael Martin del Rio, and Thressa C. 
Stadtman 


Regulatory properties of yeast hexokinase PII. Metal 
specificity, nucleotide specificity, and buffer effects. 
Bruce A. Peters and Kenneth E. Neet 


Purineless death: ribosomal RNA turnover in a purine- 
starved ade~ mutant of Chinese hamster cells. 
G. Sriram and Milton W. Taylor 


Protein kinases in brown adipose tissue of developing 
rats. Electrophoretic separation and assay of soluble pro- 
tein kinases on polyacrylamide gels and a study of their 
properties and changes during development. 

Brian L. Knight and Josef P. Skala 


Human erythrocyte galactose-1-phosphate uridylyltrans- 
ferase. Evidence for a uridylyl-enzyme intermediate by 
kinetic and exchange reaction studies. 

Helene B. Markus, Joseph W. Wu, Francee S. Boches, 
Thomas A. Tedesco, William J. Mellman, and Roland C. 
Kallen 


Reaction of DNA with glycidaldehyde. Isolation and iden- 
tification of a deoxyguanosine reaction product. 
Benjamin L. Van Duuren and Gordon Loewengart 


Regulation by calcium ions of pyruvate carboxylation, 
pyruvate transport, and adenine nucleotide transport in 
isolated rat liver mitochondria. 

Mary Foldes and Gregory J. Barritt 


Purification and properties of a soluble protein activator 
of rat liver squalene epoxidase. 
John B. Ferguson and Konrad Bloch 





Isolation and amino acid sequence of CCOH-terminal 
fragments from the B subunit of human choriogonadotro- 


pin. 
Steven Birken and Robert E. Canfield 


Human chorionic gonadotropin. Amino acid sequence of 
the hormone-specific COOH-terminal region. 
Henry T. Keutmann and Roberta M. Williams 


Purification and characterization of an w protein from 
Micrococcus luteus. 
Viola T. Kung and James C. Wang 


Binding of Escherichia coli RNA polymerase to T7 DNA. 
Displacement of holoenzyme from promoter complexes by 
heparin. 

Suzanne R. Pfeffer, Stephen J. Stahl, and Michael J. 
Chamberlin 


Oligosaccharides of human milk. Structural studies of 
two new octasaccharides, difucosyl derivatives of para- 
lacto-N-hexaose and para-lacto-N-neohexaose. 

Katsuko Yamashita, Yoko Tachibana, and Akira Kobata 


Progesterone-induced messenger RNA. Translation, puri- 
fication, and preliminary characterization of uteroglobin 
mRNA. 

M. Atger and E. Milgrom 


CDP-diglyceride:inositol transferase from rat liver. Puri- 
fication and properties. 
Tadaomi Takenawa and Kohji Egawa 


Presence of a glucuronic acid-containing carbohydrate 
unit in human thyroglobulin. 
Mary Jane Spiro 


Characterization of the glutamine site of Escherichia coli 
guanosine 5'-monophosphate synthetase. 
Howard Zalkin and Cathy D. Truitt 


Ovotransferrin subfractionation dependent upon carbohy- 
drate chain differences. 
Hito Iwase and Kyoko Hotta 


Isolation and properties of B-D-galactoside-specific lectin 
from chick embryo thigh muscle. 
Halina Den and David A. Malinzak 


Nature of the lectin-induced activation of plasma mem- 
brane Mg’* ATPase. 
John R. Riordan, Maria Slavik, and Norbert Kartner 


Cytochalasin B binding sites and glucose transport carrier 
in human erythrocyte ghosts. 
Chan Y. Jung and Amrit L. Rampal 


High affinity cytochalasin B binding to red cell membrane 
proteins which are unrelated to sugar transport. 
Shin Lin and Clifford E. Snyder, Jr. 


a-Adrenergic receptors in rat parotid cells. I. Correlation 
of (*H]dihydroergocryptine binding and catecholamine- 
stimulated potassium efflux. 

Warren. J. Strittmatter, James N. Davis, and Robert J. 
Lefkowitz 


a-Adrenergic receptors in rat parotid cells. II. Desensitiza- 
tion of receptor binding sites and potassium release. 

Warren J. Strittmatter, James N. Davis, and Robert J. 
Lefkowitz 


Inhibition of rat liver acetyl coenzyme A carboxylase by 


long chain acyl coenzyme A and fatty acid. Modulation by 
fatty acid-binding protein. 

Michael A. Lunzer, Joan A. Manning, and Robert K. 
Ockner 


Mechanism of the apparent regulation of Escherichia coli 
unsaturated fatty acid synthesis by exogenous oleic acid. 
Mary L. Polacco and John E. Cronan, Jr. 


Studies on the depolarization of the Escherichia coli cell 
membrane by colicin E1. 
J. Michael Gould and William A. Cramer 


An infrared study of CO binding to heart cytochrome c 
oxidase and hemoglobin A. Implications re O, reactions. 

Shinya Yoshikawa, Miles G. Choc, Mary C. O’Toole, and 
Winslow S. Caughey 


5-Methylcytosine content of rat hepatoma DNA substi- 
tuted with bromodeoxyuridine. 

Judith Singer, Robert H. Stellwagen, Joan Roberts-Ems, 
and Arthur D. Riggs 


Reaction of a lipid-soluble, unsymmetrical, cleavable, 
cross-linking reagent with muscle aldolase and erythro- 
cyte membrane proteins. 

Chi-Kuang Huang and Frederic M. Richards 


Isolation and in vitro translation of the messenger RNA 
coding for pancreatic amylase. 

Raymond J. MacDonald, Alan E. Przybyla, and William 
J. Rutter 


a-Actinin and tropomyosin interactions with a hybrid 
complex of erythrocyte: actin and muscle: myosin. 

Saul Puszkin, Elena Puszkin, Jonathan Maimon, 
Charles Rouault, William Schook, Christine Ores, Shaul 
Kochwa, and Richard Rosenfield 


Relationship of sialic acid to function and in vitro survival 

of human Factor VIII/von Willebrand factor protein. 

wa M. Sodetz, Salvatore V. Pizzo, and Patrick A. 
cKee 


Accessibility of proteins in rat liver-free and membrane- 
bound ribosomes to lactoperoxidase-catalyzed iodination. 
John A. Lewis and David D. Sabatini 


Crystallographic data for chicken liver fructose bisphos- 
phatase. 
Wayne F. Anderson and Brian W. Matthews 


Purification of human erythropoietin. 
Takaji Miyake, Charles K.-H. Kung, and Eugene Gold- 
wasser 


Isolation of transverse tubules by fractionation of triad 
junctions of skeletal muscle. 

Yat H. Lau, Anthony H. Caswell, and Jean-Pierre Brun- 
schwig 


Isolation and characterization of multiple molecular 

forms of cytosolic NAD-linked glycerol-3-phosphate dehy- 

drogenase from normal and neoplastic rabbit tissues. 
Marc J. Ostro and Thomas P. Fondy 


Purification and some properties of Escherichia coli 
tRNA nucleotidyltransferase. 
Peter Schofield and Kenneth R. Williams 


Kinetic mechanism of tRNA nucleotidyltransferase from 
Escherichia coli. 
Kenneth R. Williams and Peter Schofield 
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Crystal properties of [des 16-20]semisynthetic sequence 
variants of ribonuclease S’. 

Irwin M. Chaiken, Hope C. Taylor, and Herman L. Am- 
mon 


Ca?*-dependent protease in human platelets. Specific 

ea of platelet polypeptides in the presence of added 
“at 

David R. Phillips and Milica Jakabova 


In vitro synthesis of a DNA probe for antisense globin 
sequences. 
Stuart H. Orkin 
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Studies of the B-galactoside transporter in inverted mem- 

brane vesicles of Escherichia coli. 1. Symmetrical facili- 

tated diffusion and proton gradient-coupled transport. 
Jack R. Lancaster, Jr. and Peter C. Hinkle 


Studies of the B-galactoside transporter in inverted mem- 
brane vesicles of Escherichia coli. 11. Symmetrical bind- 
ing of a dansylgalactoside induced by an electrochemical 
proton gradient and by lactose efflux. 

Jack R. Lancaster, Jr. and Peter C. Hinkle 


Regulation of the synthesis of superoxide dismutase in 
Escherichia coli. Induction by methyl viologen. 
H. Moustafa Hassan and Irwin Fridovich 


Purification and characterization of CTP: cholinephos- 
phate cytidylyltransferase from rat liver cytosol. 
Patrick C. Choy, Princeton H. Lim, and Dennis E. Vance 


Glycosylation of Escherichia coli L-asparaginase. 
Jon W. Marsh, Jean Denis, and John C. Wriston, Jr. 


Proteolysis of the bifunctional methionine-repressible as- 
partokinase II-homoserine dehydrogenase II of Esche- 
richia coli K12. Production of an active homoserine dehy- 
drogenase fragment. 

Alice Dautry-Varsat and Georges N. Cohen 


Properties of regulatory subunit of cyclic AMP-dependent 
protein kinase (Peak I) from rabbit skeletal muscle pre- 
pared by urea treatment of the holoenzyme. 

K. Schwechheimer and F. Hofmann 
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Human thymidylate synthetase derived from blast cells 
of patients with acute myelocytic leukemia. Purification 
and characterization. 

Bruce J. Dolnick and Yung-chi Cheng 


Comparison of the structures of carboxypeptidase A and 
thermolysin. 
William R. Kester and Brian W. Matthews 


Partial purification and characterization of rat liver 
phenylalanine hydroxylase phosphatase. 
E. Jedlicki, S. Kaufman, and S. Milstien 


Zinc, an essential component of the baseplates of T-even 
bacteriophages. 
Lloyd M. Kozloff and Murl Lute 


Isolation and characterization of native and lower molec- 
ular weight forms of sheep plasminogen 

Nicholas F. Paoni, Bernard N. Violand, and Francis J. 
Castellino 


Native form of renin in the kidney. 


Tadashi Inagami, Shigehisa Hirose, Kazuo Murakami, 
and Teruyoshi Matoba 


Vitamin K-dependent carboxylation of peptide-bound glu- 
tamate. The active species of “CO,” utilized by the mem- 
brane-bound preprothrombin carboxylase. 

John P. Jones, Edward J. Gardner, Terrance G. Cooper 
and Robert E. Olson 


Lactoperoxidase-catalyzed iodination of horse cyto- 
chrome c:monoiodotyrosyl 74 cytochrome c. 

Neil Osheroff, Benjamin A. Feinberg, E. Margoliash, 
and M. Morrison 


Sequence of the A-protein of coliphage MS2. I. Isolation 
of A-protein, determination of the NH.- and COOH-ter- 
minal sequences, isolation and amino acid sequence of 
the tryptic peptides. 

Frank A. Nolf, Joél S. Vandekerckhove, Alfons K. Len- 
aerts, and Marc C. Van Montagu 


Sequence of the A-protein of coliphage MS2. I1. Isolation 
and sequence determination of chymotryptic peptides. 

Joél S. Vandekerckhove, Jan G. Gielen, and Marc C. 
Van Montagu 


Sequence of the A-protein of coliphage MS2. III. Isolation 
and sequence determination of thermolytic peptides and 
soluble cyanogen bromide fragments: alignment of 363 
amino acid residues of a total of 393. 

Joél S. Vandekerckhove and Marc C. Van Montagu 


Complexing Rauscher leukemia virus reverse transcrip- 
tase with human plasma ribonuclease from Hodgkin's 
disease patients. 

Alok K. Bandyopadhyay, Carl C. Levy, and Michael R. 
Mardiney, Jr. 


Study of the primary structures of the peptide core of 
bovine estrus cervical mucin. Possible existence of small 
similar subunits. 

Kandukuri S. P. Bhushana Rao and Pierre L. Masson 


Rat liver glucose-6-P dehydrogenase. Dietary regulation 
of the rate of synthesis. 
Larry Winberry and Darold Holten 


New stereochemica! analogies between iron-sulfur elec- 
tron transport proteins. 
Charles W. Carter, Jr. 


Mechanism of palmityl Coenzyme A inhibition of liver 
glycogen synthase. 
Dhirayos Wititsuwannakul and Ki-Han Kim 


Biochemical and immunological properties of gag gene- 
coded structural proteins of endogenous type C RNA 
tumor viruses of diverse mammalian species. 

John R. Stephenson, Roberta K. Reynolds, Sushilkumar 
G. Devare, and Fred H. Reynolds 


Primary structure of a high potential iron-sulfur protein 
from a moderately halophilic denitrifying coccus. 
Siv M. Tedro, Terrance E. Meyer, and Martin D. Kamen 


Nucleus-dependent regulation of tyrosine aminotrans- 
ferase degradation in hepatoma tissue culture cells. 
Warner W. J.-W. Fan, Robert D. lvarie, and Barbara B. 


Levinson 


Initiator regions from the small size class of reovirus 
messenger RNA protected by rabbit reticulocyte ribo- 
somes. 

Sondra G. Lazarowitz and Hugh D. Robertson 
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Periplasmic space in Salmonella typhimurium and Esch- 
erichia coli. 
Jeffry B. Stock, Barbara Rauch, and Saul Roseman 


Sugar transport. A pleiotropic membrane mutant of Sal- 
monella typhimurium. 

Pieter W. Postma, J. Christopher Cordaro, and Saul 
Roseman 


Characterization of the proteolytic activation of pyruvate 
oxidase. Control by specific ligands and by the flavin 
oxidation-reduction state. 

Patricia Russell, Lowell P. Hager, and Robert B. Gennis 


Lipid activation and protease activation of pyruvate oxi- 
dase. Evidence suggesting a common site of interaction 


on the protein. 
Patricia Russell, Herbert L. Schrock, and Robert B. Gen- 


nis 


In vitro replication of mitochondrial DNA. Elongation of 
the endogenous primer sequence in PD loop mitochondrial 
DNA by humar DNA polymerase B. 

Duane C. Eichler, Teresa Shu-Fong Wang, David A. 
Clayton, and David Korn 


The pathways of assimilation of '‘NH,* by the cyanobac- 
terium Anabaena cylindrica. 

John C. Meeks, C. Peter Wolk, Joseph Thomas, Wolf- 
gang Lockau, Paul W. Shaffer, Sam M. Austin, Wan-Shen 
Chien, and Aaron Galonsky 
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Localization of the enzyme system for glycosylation of 
proteins via the lipid-linked pathway in rough endoplas- 
mic reticulum. 

Ursula Czichi and William J. Lennarz 


Parallel unmasking of latent adenylate cyclase and 
(Na*,K*)-ATPase activities in cardiac sarcolemmal vesi- 
cles. A new use of the channel-forming ionophore ala- 
methicin. 

Henry R. Besch, Jr., Larry R. Jones, John W. Fleming, 
and August M. Watanabe 


Activation of hepatic adenylate cyclase by guanyl nucleo- 
tides. Modeling of the transient kinetics suggests an 
“excited” state of GTPase is a control component of the 
system. 

Marc S. Rendell, Martin Rodbell, and Mones Berman 


Kinetics of avian vitellogenin messenger RNA induction. 
Comparison between primary and secondary response to 
estrogen. 

Roger G. Deeley, David S. Udell, Alan T. H. Burns, 
Jeffrey I. Gordon, and Robert F. Goldberger 


Incorporation of a naturally occurring fluorescent fatty 
acid into lipids of cultured mammalian cells. 
David A. Rintoul and Robert D. Simoni 





Kinetics of soluble and collagen-bound aspartate amino- 
transferase: diffusional effects with a two-substrate en- 
zymatic reaction. 

Jean-Marc Engasser, Pierre R. Coulet, and Daniéle C. 
Gautheron 


Comparison between purified a,-macroglobulin prepara- 
tions from normal controls and patients with cystic fibro- 
sis. Kinetic and structural properties of the complex with 
bovine trypsin. 

Emmanuel Shapira, Christina L. Martin, and Henry L. 
Nadler 


Quantitation of water-soluble acylcarnitines and carni- 
tine acyltransferases in rat tissues. 


Y. R. Choi, P. J. Fogle, P. R. H. Clarke, and L. L. 
Bieber 


Seer epentans contraction of swollen heart mitochon- 
ria. 

Gerald P. Brierley, Marianne Jurkowitz, Edmundo 
Chavez, and Dennis W. Jung 


Adenovirus deoxyribonucleic acid replication. Isolation 
of a soluble replication system and analysis of the in 
vitro DNA product. 

Tadashi Yamashita, Max Arens, and Maurice Green 


Adenovirus deoxyribonucleic acid replication. Character- 
ization of the enzyme activities of a soluble replication 
system. 

Max Arens, Tadashi Yamashita, Raji Padmanabhan, 
Takashi Tsuruo, and Maurice Green 


Photodissociation of ligands from heme and heme pro- 
teins. Effect of temperature and organic phosphate. 
Wilma A. Saffran and Quentin H. Gibson 


Human glutamine phosphoribosylpyrophosphate amido- 
transferase. Hysteretic properties. 
Sara C. Singer and Edward W. Holmes 


GTP stimulates and inhibits adenylate cyclase in fat cell 


membranes through distinct regulatory processes. 
Hirohei Yamamura, Pramod M. Lad, and Martin Rod- 
bell 


Existence of a soluble thyrotropin binding component in 
normal human sera. 

George Lee, Salvatore M. Aloj, Francesco Beguinot, and 
Leonard D. Kohn 


Immunological and chemical characterization of bovine 
preproinsulin. 

Peter T. Lomedico, Shu Jin Chan, Donald F. Steiner, 
and Grady F.. Saunders 


Glutarate semialdehyde dehydrogenase of Pseudomonas. 
en properties, and relation to L-lysine catabo- 
ism. 

Yung Feng Chang and Elijah Adams 


Factors influencing growth on L-lysine by Pseudomonas. 

Regulation of terminal enzymes in the §-aminovalerate 

pathway and growth stimulation by a-ketoglutarate 
Yung Feng Chang and Elijah Adams 


Lipid and polypeptide components of the crystalline yolk 
system from Xenopus laevis. 

Douglas H. Ohlendorf, Gary R. Barbarash, Anne Trout, 
Claudia Kent, and Leonard J. Banaszak 


Effect of solutes on the cold-induced insolubility of mon- 
oclonal cryoimmunoglobulins. 
C. Russell Middaugh and Gary W. Litman 


Cross-linking within a subunit of coupling factor 1 in- 
creases the proton permeability of spinach chloroplast 
thylakoids. 

Mark A. Weiss and Richar? E. McCarty 


Separation and allosteric properties of two forms of UDP- 
glucuronate carboxylyase. 
K. Varughese John, John S. Schutzbach, and Helmut 


Ankel 


Nereis cuticle collagen. Isolation and properties of a 
large fragment resistant to proteolysis by bacterial colla- 
genase. 

Shigeru Kimura and Marvin L. Tanzer 


Preferential usage of tRNA isoaccepting species in colla- 

gen synthesis. 

—_— Carpousis, Paul Christner, and Joel Rosen- 
loom 


Exo-site affinity labeling of human thrombins. Similar 
labeling on the A chain and B chain/fragments of clotting 
a- and nonclotting y/8-thrombins. 

David H. Bing, Michael Cory, and John W. Fenton, II 


Reversible inactivation of L-amino acid oxidase. Proper- 
ties of the three conformational forms. 

Christopher J. Coles, Dale E. Edmondson, and Thomas 
P. Singer 


Structural study of circulating thymic factor: a peptide 
isolated from pig serum. I. Isolation and purification. 

Mireille Dardenne, Jean-Marie Pleau, Nguyen Khoa 
Man, and Jean-Francois Bach 


Structural study of circulating thymic factor: a peptide 
isolated from pig serum. II. Amino acid sequence. 

Jean-Marie Pleau, Mireille Dardenne, Yves Blouquit, 
and Jean-Francois Bach 


Human a,-microglobulin. Purification procedure, chemi- 





cal and physicochemical properties. 
Birgitta Ekstr6m and Ingemar Berggard 


On the mechanism of sodium- and potassium-activated 
adenosine triphosphatase. Time course of intermediary 
steps, examined by computer simulation of transient 
kinetics. 

Sven Mardh and Staffan Lindahl 


Reiteration frequency of the protamine genes in rainbow 
trout (Salmo gairdnerii). 
Beatriz Levy W. and Gordon H. Dixon 


Adenosine, cyclic AMP metabolism, and glycogenolysis 
in rat liver cells. 
John N. Fain and Raymond E. Shepherd 


Carbon-13 nuclear magnetic resonance studies of choles- 
teryl esters and cholesteryl! ester/triglyceride mixtures. 

James A. Hamilton, Norman Oppenheimer, and Eugene 
H. Cordes 


Kynuramine, a fluorescent substrate and probe of plasma 
amine oxidase. 
‘John B. Massey and Jorge E. Churchich 


Calorimetric studies of the ADP binding to myosin 
subfragment 1, heavy meromyosin, and to myosin fila- 
ments. 

Takao Kodama, Ian D. Watson, and Roger C. Woledge 


Stabilization of adenylate energy charge and its relation 
to human sperm motility. 
Montri Chulavatnatol and Audomsark Haesungcharen 


Hydrogen exchange study of membrane-bound rhodopsin. 
I. Protein structure. 
Nancy W. Downer and S. Walter Englander 


Hydrogen exchange study of brane-b d rhodopsin. 
Il. Light-induced protein structure change. 
Nancy W. Downer and S. Walter Englander 


Isolation and characterization of trypsin inhibitor from 
opaque-2 corn seeds. 

Michel J. Swartz, Howard L. Mitchell, David J. Cox, 
and Gerald R. Reeck 


Interaction of anions with iron - transferrin - chelate com- 
plexes. 

Terry B. Rogers, Robert E. Feeney, and Claude F. 
Meares 





Stereochemistry of the dTDP-glucose oxidoreductase re- 
action. 

Carl E. Snipes, Gert-Ulf Brillinger, Laurel Sellers, Leon- 
ard Mascaro, and Heinz G. Floss 


Ribosomal RNA genes of Saccharomyces cerevisiae. 1. 
Physical map of the repeating unit and location of the 
— coding for 5 S, 5.8 S, 18 S, and 25 S ribosomal 
NAs. 
Graeme I. Bell, Louis J. DeGennaro, David H. Gelfand, 
Robert J. Bishop, Pablo Valenzuela, and William J. Rutter 


Ribosomal RNA genes of Saccharomyces cerevisiae. I1. 
Physical map and nucleotide sequence of the 5 S ribo- 
somal RNA gene and adjacent intergenic regions. 

Pablo Valenzuela, Graeme I. Bell, Alejandro Venegas, 
Elaine T. Sewell, Frank R. Masiarz, Louis J. DeGennaro, 
Fanyela Weinberg, and William J. Rutter 


Asymmetry of binding and physical assignments of CTP 
and ATP sites in aspartate transcarbamoylase. 
Peter Suter and Jurg P. Rosenbusch 


Nicotinamide adenine dinucleotide-specific glutamate de- 
hydrogenase of Neurospora. 1V. The COOH-terminal 669 
residues of the peptide chain; comparison with other 
glutamate dehydrogenases. 

Brian M. Austen, Margaret E. Haberland, Joseph F. 
Nyc, and Emil L. Smith 


Nicotinamide adenine dinucleotide-specific glutamate de- 
hydrogenase of Neurospora. V. Tryptic peptides. 

Yair Degani, Ronald G. Duggleby, Joseph F. Nyc, and 
Emil L. Smith 


Nicotinamide adenine dinucleotide-specific glutamate de- 

hydrogenase of Neurospora. VI. Isolation and sequences 

of eighteen fragments from the cyanogen bromide digest. 
Brian M. Austen, Joseph F. Nyc, and Emil L. Smith 


Nicotinamide adenine dinucleotide-specific glutamate de- 
hydrogenase of Neurospora. VII. Isolation and sequences 
of three large cyanogen bremide peptides. 


Brian M. Austen and Emil L. Smith 
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hydrogenase of Neurospora. VIII. Isolation and sequences 
of peptides from a tryptic hydrolysate of the maleylated 
protein. 

Brian M. Austen, Joseph F. Nyc, Douglas M. Brown, 
and Emil L. Smith 


Nicotinamide adenine dinucleotide-specific glutamate de- 

hydrogenase of Neurospora crassa. 1X. Isolation and se- 

quences of several large cyanogen bromide peptides. 
Margaret E. Haberland and Emil L. Smith 


Interaction of receptor-estrogen complex (R-E) with 
uterine nuclei. 

R. Enzio Miller, Abdulmaged M. Traish, and Herbert 
H. Wotiz 


Identification of a pyruvoyl residue in S-adenosylme- 
thionine decarboxylase from Saccharomyces cerevisiae. 
Murray S. Cohn, Celia White Tabor, and Herbert Tabor 


Mouse liver metallothioneins. Complete amino acid se- 
quence of metallothionein-I. 

I-Yih Huang, Akira Yoshida, Hajime Tsunoo, and Hi- 
roshi Nakajima 


Circular dichroism studies on native and artificial horse- 
radish peroxidases. 


| ia el Ohlsson, Karl-Gustav Paul, and Ingvar Sjéh- 
olm 


Trypsin-induced changes in the orientation of latent ATP- 
ase in protoplast ghosts from Mycobacterium phlei. 

Hidehiko Nakagawa, Soon-Ho Lee, Vijay K. Kalra, and 
Arnold F. Brodie 


Resolution of two deoxynucleoside kinases from Lactoba- 
cillus acidophilus R-26 by Blue Sepharose affinity chro- 
matography. 

Martin R. Deibel, Jr. and David H. Ives 


Deoxynucleoside kinases from Lactobacilli. Separate in- 

teracting sites for deoxycytidine and deoxyadenosine. 

; Martin R. Deibel, Jr., Richard B. Reznik, and David H. 
ves 


Nucleotide sequence of an arginine transfer ribonucleic 
acid from bacteriophage T4. 

Gail P. Mazzara, J. G. Seidman, William H. McClain, 
Harry Yesian, John Abelson, and Christine Guthrie 


U-G-A suppressor of bacteriophage T4 associated with 
arginine transfer RNA. 
Shao-hui Kao and William G. McClain 


Preliminary crystallographic investigations of two phy- 
cobiliproteins. 

Robert M. Sweet, Herbert E. Fuchs, Richard G. Fisher, 
and Alexander N. Glazer 


A model for the structure of bovine parathormone derived 
by dark field electron microscopy. 
A. Max Fiskin, David V. Cohn, and George S. Peterson 


Heterogeneity in nucleosome spacing. 
Debra Z. Martin, Richard D. Todd, Dimitrij Lang, 
Phyllis N. Pei, and William T. Garrard 


Digitonin-induced changes in subunit arrangement in 
relation to some in vitro activities of the (Na*,K*)-ATP- 


ase. 
Shu-Mei Liang and Charles G. Winter 


Purification and characterization of myosin from bovine 
thyroid. 

Ryoji Kobayashi, Robert D. Goldman, D. J. Hartshorne, 
and James B. Field 


Properties of cultured chondrocytes obtained from histo- 
logically distinct zones of the chick embryo tibiotarsus. 
Jung Ja Kim and H. Edward Conrad 


Comparative biochemistry of non-muscle actins. 
David J. Gordon, James L. Boyer, and Edward D. Korn 


Primary activation of the vitellogenin gene in the rooster. 

Roger G. Deeley, Jeffrey I. Gordon, Alan T. H. Burns, 
Kathleen P. Mullinix, Minou Bina-Stein and Robert F. 
Goldberger 


In vitro translation of avian vitellogenin messenger RNA. 
Jeffrey I. Gordon, Roger G. Deeley, Alan T. H. Burns, 

— M. Paterson, James L. Christmann, Robert F. Gold- 
rger 
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Acanthamoeba cofactor protein is a heavy chain kinase 
required for actin activation of the Mg**+-ATPase activity 
of Acanthamoeba myosin I. 

Hiroshi Maruta and Edward D. Korn 


Aurovertin binds to the B subunit of yeast mitochondrial 
Pase. 
Michael G. Douglas, Youh Koh, Michael E. Dockter, 
and Gottfried Schatz 


Role of the carbohydrate moiety in determining the sur- 
vival of interferon in the circulation. 
Sikta Bose and Jean Hickman 


Biotin carboxylation—concerted or not concerted? That 
is the question! 
JoAnne Stubbe and Robert H. Abeles 


Purification and reconstitution of the adipocyte plasma 
membrane D-glucose transport system. 
Michael F. Shanahan and Michael P.. Czech 


Inhibition of ribulose-1,5-bisphosphate carboxylase/oxy- 
genase by xylulose 1,5-bisphosphate. 
Stephen D. McCurry and N. E. Tolbert 





Chloroplast biogenesis. Net synthesis of protochlorophyl- 
lide from protoporphyrin IX by developing chloroplasts. 
James R. Mattheis and Constantin A. Rebeiz 


Intermediate steps in the degradatior >f a specific abnor- 
mal protein in Escherichia coli. 
Joel D. Kowit and Alfred L. Goldberg 


Influence of the heterosaccharides in porcine pancreatic 
ribonuclease on the conformation and stability of the 
protein. 

Fung-Fang Chen Wang and C. H. W. Hirs 


Protein phosphorylation in nuclei of adrenal medulla 

incubated with cyclic adenosine 3':5'-monophosphate-de- 

pendent protein kinase. 

C De-Maw Chuang, Robert A. Hollenbeck, and Erminio 
osta 


Kinetic and conformational studies of the orotate phos- 

phoribosyltransferase:orotidine-5'-phosphate decarboxyl- 

ase enzyme complex from mouse Ehrlich ascites cells. 
Thomas W. Traut and Mary Ellen Jones 


Isolation of the human ATP-creatine transphosphoryl- 
ases (creatine phosphokinases) from tissues of patients 
with Duchenne muscular dystrophy. 
Stephen A. Kuby, Hans J. Keutel, Keiichiro Okabe, 
_ S . Jacobs, Fred Ziter, Dorothy Gerber, and Frank 
. Tyler 


Kinetics for the secretion of procollagen by freshly iso- 
lated tendon cells. 

Winston Whei-Yang Kao, Richard A. Berg, and Darwin 
J. Prockop 


Messenger RNA for renal phosphoenolpyruvate carboxy- 
kinase (GTP). Its translation in a heterologous cell-free 
system and its regulation by glucocorticoids and by 
changes in acid-base balance. 

Patrick B. Iynedjian and Richard W. Hanson 


Quantitative correlation of glucose uptake and phospho- 

rylation with the activities of gluc phosphorylating 

enzymes in perfused livers of fasted and fed rats. 
Frederick L. Alvares and Robert C. Nordlie 


Physicochemical. properties of rat testis Ca*+-dependent 
regulator protein of cyclic nucleotide phosphodiesterase. 
Relationship of Ca**-binding, conformational changes, 
and phosphodiesterase activity. 

John R. Dedman, James D. Potter, Richard L. Jackson, 
J. David Johnson, and Anthony R. Means 


Residual esterase activity of lima bean inhibitor-binding 
anhydrochymotrypsin preparations. 

Michael S. Matta, Patricia A. Henderson, Henry D. 
Drew, Antony C. Wilbraham, John G. Benitez, Jackquline 
M. Mudd, and David K. North 


Kinetics of estrogen induction of Xenopus laevis vitello- 
genin messenger RNA as measured by hybridization to 
complementary DNA. 

Hollis J. Baker and David J. Shapiro 
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Developmentally regulated proteases from the basidiomy- 
cete Schizophyllum commune. 
Marvin N. Schwalb 


A new iron-sulfur flavoprotein of the respiratory chain. A 
component of the fatty acid B oxidation pathway. 
Frank J. Ruzicka and Helmut Beinert 


Disposition of proteins and aminophospholipids in the 
sarcoplasmic reticulum membrane. 
Cecilia Hidalgo and Noriaki Ikemoto 


Thermodynamics of oxidative phosphorylation in bovine 
heart submitochondrial particles. 
William S. Thayer, Yen-sheng L. Tu, and Peter C. Hinkle 


Thermodynamics of the electrochemical proton gradient 
in bovine heart submitochondrial particles. 
C. Lindsay Bashford and William S. Thayer 


Immunochemical studies of fragments of bovine serum 
albumin. 

Theodore Peters, Jr., Richard C. Feldhoff, and Roberta 
G. Reed 


Quantitation of rat a-fetoprotein messenger RNA with a 
complementary DNA probe. 
Michael A. Innis and David L. Miller 


Modification of (Na*,K*)-ATPase function by purified 
antibodies to the holoenzyme. Effects on enzyme activity 
and [*H]louabain binding. 

Lloyd Michael, Earl T. Wallick, and Arnold Schwartz 


Kinetics of the activation of bovine coagulation Factor X 
by components of the extrinsic pathway. Kinetic behavior 
of two-chain Factor VII in the presence and absence of 
tissue factor. 

Sodonie A. Silverberg, Yale Nemerson, and Margalit 
Zur 


Importance of initiation factor preparations in the trans- 
lation of reovirus and globin mRNAs lacking a 5'-terminal 
7-methylguanosine. 

William A. Held, Katrine West, and John F. Gallagher 


Priming of deoxyribonucleic acid synthesis on phage fd 
and @X174 templates by oligoribonucleotides contaminat- 
ing nucleoside 5'-triphosphates. 

Yukito Masamune and Charles C. Richardson 


Regulation of Salmonella phosphoribosylpyrophosphate 
synthetase activity in vivo. Deductions from pool meas- 
urements. 

William C. Sadler and Robert L. Switzer 


Measurement of glucose 6-phosphate penetration into 
liver microsomes. Confirmation of substrate transport in 
the glucose-6-phosphatase system. 

Lawrence M. Ballas and William J. Arion 


A comparison of the utilization rates, and hormone-re- 
leasing actions of glucose, mannose, and fructose in 
isolated pancreatic islets. 

Walter S. Zawalich, Robert Rognstad, Anthony S. Pag- 
liara, and Franz M. Matschinsky 


Photochemical cross-linking of cell membranes. A test 
for natural and random collisional cross-links by millisec- 
ond cross-linking. 

Douglas J. Kiehm and Tae H. Ji 


Dissociation equilibrium constant of B nerve growth fac- 
tor. 
Mark A. Bothwell and Eric M. Shooter 


Studies on the mechanism of ozone inactivation of eryth- 
rocyte membrane (Na* + K*)-activated ATPase. 
Phillip C. Chan, Robert J. hindya, and Leo Kesner 


Schiff base adducts of hemoglobin. Modifications that 
inhibit erythrocyte sickling. 

Robert H. Zaugg, Joseph A. Walder, and irving M. 
Klotz 


Covalent structure of the membranous segment of horse 
cytochrome 6,. Chemical cleavage of the native hemopro- 
tein. 

Juris Ozols and Craig Gerard 


Singlet oxygen as a mediator in the hematoporphyrin- 
catalyzed photooxidation of NADPH to NADP* in deute- 
rium oxide. 

Richard S. Bodaness and Phillip C. Chan 





A novel ketone monooxygenase from Pseudomonas cepa- 
cia. Purification and properties. 
Larry N. Britton and Allen J. Markovetz 


Effect of temperature on the Ca** transport ATPase of 
sarcoplasmic reticulum. 
Hatisaburo Masuda and Leopoldo de Meis 


Metabolism of dog gastric mucosa. Levels of glycolytic, 
citric acid cycle and other intermediates. 

Henry M. Sarau, James J. Foley, George Moonsammy, 
and George Sachs 


An ecf mutation in Escherichia coli pleiotropically affect- 
ing energy coupling in active transport but not generation 
or maintenance of membrane potential. 

Jen-shiang Hong 


Subunit structure of the acetylcholine receptor from de- 
nervated rat skeletal muscle. 
Stanley C. Froehner, C. Gary Reiness, and Zach W. Hall 


Studies on the metabolism of the renal glomerular base- 
ment membrane. Turnover measurements in the rat with 
the use of radiolabeled amino acids. 

Robert G. Price and Robert G. Spiro 


Role of deoxycytidylate deaminase in deoxyribonucleotide 
synthesis in bacteriophage T4 DNA replication. 

Che-Shen Chiu, Therese Ruettinger, James B. Flanegan, 
and G. Robert Greenberg 


Purification and properties of an endo-a-N-acetyl-p-gal- 
actosaminidase from Diplococcus pneumoniae. 

Junji Umemoto, Veerasingham P. Bhavanandan, and 
Eugene A. Davidson 


Systematic purification of five glycosidases from Strepto- 
coccus (Diplococcus) pneumoniae. 

Lowrie R. Glasgow, James C. Paulson, and Robert L. 
Hiil 


Reactivation of asialo-rabbit liver binding protein by resi- 
alylation with £-b-galactoside a2 — 6 sialyltransferase. 

James C. Paulson, Robert L. Hill, Tadashi Tanabe, and 
Gilbert Ashwell 


a-Bungarotoxin binding and cholinergic receptor func- 
tion on a rat sympathetic nerve line. 
Jim Patrick and Bill Stallcup 


An ultracentrifugal study of the self-association of canine 
apolipoprotein A-I in solution. 

Ta-lee Teng, Celina Edelstein, Donald L. Barbeau, and 
Angelo M. Scanu 


Studies on cobalt myoglobins and hemoglobins. Electron 
paramagnetic resonance investigation of iron-cobalt hy- 
brid hemoglobins and its implication for the heme-heme 
interaction and for the alkaline Bohr effect. 

Masao Ikeda-Saito, Haruhiko Yamamoto, and Takashi 
Yonetani 


a-Adrenergic-mediated accumulation of adenosine 3':5'- 
monophosphate in calcium-depleted hepatocytes. 
Timothy M. Chan and John H. Exton 
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